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SEQUENCE LISTINGS 

SEQUENCE ID NO 1 

CGCGGCCGCGCTGCCCCTGGCTTCGCGGAAGCCCTGAGTAGCGCAGCGCCCTCGCCGCACGCAAG 
GCTGCAGTCCCGCTCCAGGCCAGAGTCCCAGGAGAGCGTCCTCCGCGCTCACAGGCGCCTTTGTC 
TTCCCGCTTCCCCCTTCCTTTTTCAAAAGCCAAGAGGTAATTATTTGGTCTTTGTGCAAGGCAAA 
CCTCTCCAGATGCCACTTCCAAATATAGGCTCTCATTAACACCAGAGGCTGGCCTGGTGTGGTGC 
AGGGCGGCCCTTCCTTCTCCTGGCGGACACTGTGTCCCCGCGCGCTGGCGCTGCACCACATCTGG 
AAGCCAGGCGGGCAGGGCAGAGACCCCGGCTCCTGCGCCCCTCCTAGCTCCCAGAGAGCGTGGAT 
CGCGGGCGGGGCTCACCGAGCGAGGTTACCTCTCTTGAAAATACTTAAACACTTTTTTTCCTCTC 
CACTGAAATCTCAAAAAACAGCCCATTTTGAACCAGAATAATTTAGTCTGACAACAGATTCTTCC 
TCTGTTCACAGCTGTCCCAGAGGAGNGAGCTGAAATCTGAACCTCTCAGCTGTGATTGGATCTTT 
CTTGCAAAAGAGAGGAAAAAAAAACCCTCCCAGCCAAAACGGGCTCAGTTCGTAAAGGAGCCGGG 
TGACTTCAGAGGCGCCGGCCCGTCCGTCTGCCGCACCTGAGCACGGCCCCTGCCCGAGCCTGGCC 
CGCCGCGATGCTGTAGGGACCGCCGTGTCCTCCCGCCGGACCGTTATCCGCGCCGGGCGCCCGCC 
AGACCCGCTGGCAAGATGCCGCGCTCCTTCCTGGTCAAGAAGCATTTCAACGCCTCCAAAAAGCC 
AAAC TAG AG C G AAC T G GAG AC AC AT AC AGT GAT TATTTCCCCGTATCTCTAT G AGAG T T AC T C C A 

TGCCTGTCATACCACAACCAGAGATCCTCAGCTCAGGAGCATACAGCCCCATCACTGTGTGGACT 
ACCGCTGCTCCATTCCACGCCCAGCTACCCAATGGCCTCTCTCCTCTTTCCGGATACTCCTCATC 
TTTGGGGCGAGTGAGTCCCCCTCCTCCATCTGACACCTCCTCCAAGGACCACAGTGGCTCAGAAA 
GCCCCATTAGTGATGAAGAGGAAAGACTACAGTCCAAGCTTTCAGACCCCCATGCCATTGAAGCT 
GAAAAGTTTCAGTGCAATTTATGCAATAAGACCTATTCAACTTTTTCTGGGCTGGCCAAACATAA 
GCAGCTGCACTGCGATGCCCAGTCTAGAAAATCTTTCAGCTGTAAATACTGTGACAAGGAATATG 
TGAGCCTGGGCGCCCTGAAGATGCATATTCGGACCCACACATTACCTTGTGTTTGCAAGATCTGC 
GGCAAGGCGTTTTCCAGACCCTGGTTGCTTCAAGGACACATTAGAACTCACACGGGGGAGAAGCC 
TTTTTCTTGCCCTCACTGCAACAGAGCATTTGCAGACAGGTCAAATCTGAGGGCTCATCTGCAGA 
CCCATTCTGATGTAAAGAAATACCAGTGCAAAAACTGCTCCAAAACCTTCTCCAGAATGTCTCTC 
CTGCACAAACATGAGGAATCTGGCTGCTGTGTAGCACACTGAGTGACGCT^TCAATGTTTACTCG 
AACAGAATGCATTTCTTCACTCCGAAGCCAAATGACAAATAAAGTCCAAAGGCATTTTCTCCTGT 
GCTGACCAACCAAATAATATGTATAGACACACACACATATGCACACACACACACACACACCCACA 
GAGAGAGAGCTGCAAGAGCATGGAATTCATGTGTTTAAAGATAATCCTTTCCATGTGAAGTTTAA 
AATTACTATATATTTGCT GAT G G C TAG AT T G AGAG AAT AAAAG AC AGT AAC CTTTCTCTT C AAAG 

ATAAAATGAAAAGCACATTGCATCTTTTCTTCCTAAAAAAATGCAAAGATTTACATTGCTGCCAA 
ATCATTTCAACTGAAAAGAACAGTATTGCTTTGTAATAGAGTCTGTAATAGGATTTCCCATAGGA 
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AGAGATCTGCCAGACGCGAACTCAGGTGCCTTAAAAAGTATTCCAAGTTTACTCCATTACATGTC 
GGTTGTCTGGTTGCCATTGTTGAACTAAAGCCTTTTTTTGATTACCTGTAGTGCTTTAAAGTATA 
TTTTTAAAAGGGAGGAAAAAAATAACAAGAACAAAACACAGGAGAATGTATTAAAAGTATTTTTG 
TTTTGTTTTGTTTTTGCCAATTAACAGTATGTGCCTTGGGGGAGGAGGGAAAGATTAGCTTTGAA 
CATTCCTGGCGCATGCTCCATTGTCTTACTATTTTAAAACATTTTAATAATTTTTGAAAATTAAT 
TAAAGATGGGAATAAGTGCAAAAGAGGATTCTTACAAATTCATTAATGTACTTAAACTATTTCAA 
ATGCATACCACAAATGCAATAATACAATACCCCTTCCAAGTGCCTTTTTAAATTGTATAGTTGAT 
GAGTCAATGTAAATTTGTGTTTATTTTTATATGATTGAATGAGTTCTGTATGAAACTGAGATGTT 
GTCTATAGCTATGTCTATAAACAACCTGAAGACTTGTGAAATCAATGTTTCTTTTTTAAAAAACA 
ATTTTCAAGTTTTTTTTACAATAAACAGTTTTGATTTAAAATCTCGTTTGTATACTATTTTCAGA 
GACTTTACTTGCTTCATGATTAGTACCAAACCACTGTACAAAGAATTGTTTGTTAACAAGAAAAA 
AATGAATAATGCTTATTATGCATCTGAAGTGTTATTTTATGTGTTAGATTA 

SEQUENCE ID NO 2 

MPRSFLVKKHFNASKKPNYSELDTHTVIISPYLYESYSMPVIPQPEILSSGAYSPITVWTTAAPF 

HAQLPNGLSPLSGYSSSLGRVSPPPPSDTSSKDHSGSESPISDEEERLQSKLSDPHAIEAEKFQC 

NLCNKTYSTFSGLAKHKQLHCDAQSRKSFSCKYCDKEYVSLGALICMHIRTHTLPCVCKICGKAFS 

RPWLLQGHIRTHTGEKPFSCPHCNRAFADRSNLRAHLQTHSDVKKYQCKNCSKTFSRMSLLHKHE 
ESGCCVAH 

SEQUENCE ID NO 3 

CATCCCCTTGACCCTCCAATCACCTCGGGCTCCCATTTGATTGGAAGGCGGCAAAGGCTTTAATC 
TCCCCCTTGGTGCAGCTGCTTTTGAAGTGAGTTTCCTCGCCAGAGCCCCGGCTGGACACGCAGCG 
GCTCGCATCGCAGAGCGCAGCGCCGGCGCGGGGCCGCGAGAACGCAGCGCAGGGGAGCAGCCCGA 
GGCGGACACCGCGAGCCGCCCGGCACTCCCGCAGTCCAGCCGGCTCCTCTAGCCCGGCCACGGCT 
CCGCTGCGGGCCACCCAGGATTACTCGCGTCTGGCTCCAGGCGCCGAGAAGGCGCGCTGGGCGCC 
CGTGGCCGCCGCGCCAGCTCCTCC^CCTCCCGCTGCTCCTGCTCCCGGGGCGAGCGCGCAGCCCC 
GAGCCCGCCCCGCGCCTCCCGGAGCCCTCCCCCCCGCTGCTCCCATGCGCGCGGGTGGGTCATGA 
GCACAGCGCCCTCGCTTTCTGCCCTAAGAAGCAGTAAGCACAGCGGCGGCGGCGGCGGCGGAGGC 
GGAGGCGGCGGTGCAGACCCTGCCTGGACCAGCGCGCTCTCTGGAAATAGCTCCGGCCCCGGCCC 
AGGCTCGTCCCCGGCCGGCAGCACCAAGCCTTTTGTGCACGCCGTGCCCCCCTCTGACCCCCTGC 
GCCAGGCCAACCGCCTGCCAATCAAGGTGCTGAAGATGCTGACGGCACGAACTGGCCACATTTTG 
CACCCCGAGTACCTGCAGCCCCTGCCTTCCACGCCGGTCAGCCCCATCGAGGTAAGGACCCTCTC 
TCTGGATCGCACTGGGACCACTACCCTGGCTGCCACCCTAGGGCTTTCTTTTTCTCGGGATCTGG 
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GCGGAGGTGGGGGGGTCGGAGTGATTCAGCTCCCGAATGGGGGAAGAGGCTACTGCTTCCGTACC 
TCAAAACTAGGGCGGAAAAGGGGGAGGAAGTGGAATGGGGCGTGCATGCTAGGGAGCAAGGCTGC 
CAATACTTGTTTCTCCTTTCGATATGAAAGCCCCTACCCCGACCCAGGCCCCTTCACTCGGCACC 
GAAGGCAGGCGGAGGTCTGAAATACGGTTCCAAAGTCGCCGTCCTTCGTATCCGCAGAAGCCAGT 
GTGTGCACACAGCCTCTGAGGCGCCAGCCGCCCGAGCCCTTACTCTGAAGAATTAAGGAGTGTTT 
GTGGGGAGGGGGTACAGTTCTGGGTCTAGGAACCGAAAACCAAAACATTTTGCTCTTTAAAAATC 
TAGTTAGCGCTCAGAGAGGGCAGGAAAGATGCTGCTGGGGGTGGTGGTTGGGCGGGGGGAGCAAT 
CTGCTGCCTTTCCCAACGGCGAGAATGTTTGTGAGTGGGTGTTGAAGAGGGGGTGCCGCCTAGAA 
TTGCGCCTTGGGGCTGGGAGGATCTTCGTGGGCTGTTGCGGAGAGGCATTTGAACCCCAGAAGCC 
AGGATTCTAAAGGGTTTCCACTTCTTTCTCTGTGTGACGCTCCCCCCCCATCGTCTGACCCCGCA 
GCTCGATGCCAAGAAGAGCCCGCTGGCGCTGTTGGCGCAAACATGTTCGCAGATCGGGAAGCCCG 
ACCCCTCGCCCTCCTCCAAACTCTCCTCGGTTGCCTCCAACGGGGGCGGCGCGGGCGGTGCCGGC 
GGCGGTGCTGCGGGCGACAAGGACACCAAATCGGGCCCCCTGAAGCTGAGCGACATCGGCGTGGA 
GGACAAGTCGAGTTTCAAGCCGTACTCCAAACCCGGCTCGGATAAGAAGGAGCCGGGAGGCGGCG 
GTGGAGGCGGTGGCGGTGGCGGGGGCGGCGGCGGGGGTGTTTCGTCGGAGAAGTCGGGATTCCGG 
GTACCGAGCGCCACCTGCCAGCCATTCACGCCCAGGACAGGCAGCCCGAGCTCCAGCGCCTCGGC 
CTGCTCGCCGGGAGGTATGCTGTCCTCGGCCGGGGGTGCCCCGGAGGGCAAGGACGACAAGAAAG 
ACACCGACGTGGGCGGCGGTGGCAAGGGCACCGGGGGCGCCTCGGCCGAAGGGGGACCCACGGGG 
CTGGCACACGGCCGGATTAGCTGCGGCGGCGGGATTAATGTGGATGTGAACCAGCATCCGGATGG 
GGGCCCGGGAGGCAAGGCTCTGGGCTCGGACTGCGGCGGTTCATCGGGCTCCAGCTCCGGCTCCG 
GCCCCAGCGCGCCCACCTCCTCCTCAGTGTTGGGCTCTGGGCTGGTGGCTCCCGTGTCACCCTAC 
AAGCCGGGCCAGACAGTGTTCCCTCTGCCTCCCGCGGGTATGACCTACCCAGGCAGCCTGGCCGG 
GGCCTACGCCGGCTACCCGCCCCAGTTCCTGCCACACGGCGTGGCACTTGACCCCACCAAGCCGG 
GCAGCCTGGTGGGGGCGCAGCTGGCGGCGGCCGCGGCCGGGTCTCTGGGCTGCAGTAAGCCGGCC 
GGCTCCAGCCCTTTGGCCGGAGCGTCTCCGCCGTCCGTGATGACAGCCAGTTTGTGCCGGGACCC 
TTACTGCCTCAGCTACCACTGCGCTAGCCACCTGGCAGGGGCGGCGGCCGCCAGCGCTTCTTGCG 
CACATGATCCGGCTGCTGCGGCTGCGGCGCTGAAGTCCGGATACCCGCTGGTGTACCCCACGCAC 
CCGCTGCACGGTGTGCACTCCTCGCTAACGGCCGCCGCGGCTGCTGGCGCCACACCGCCCTCCCT 
GGCCGGCCACCCCCTCTACCCCTACGGCTTTATGCTCCCTAACGACCCACTCCCCCACATCTGCA 
ACTGGGTGTCGGCCAACGGGCCGTGCGACAAGCGCTTCGCCACGTCCGAAGAGCTGCTGAGCCAC 
TTGCGGACCCATACGGCATTTCCCGGGACAGACAAACTGCTGTCGGGCTACCCCAGCTCGTCGTC 
TCTGGCCAGCGCTGCCGCGGCCGCCATGGCTTGCCACATGCACATCCCCACCTCGGGCGCACCGG 
GCAGCCCTGGGACGCTGGCGCTGCGCAGCCCCCACCACGCGCTGGGACTCAGCAGCCGCTACCAC 
CCCTACTCCAAGAGCCCGCTTCCCACGCCTGGCGCCCCCGTGCCGGTGCCCGCCGCCACCGGACC 
GTACTACTCCCCCTACGCCCTCTACGGACAGAGACTGACCACCGCCTCGGCGCTGGGGTATCAGT 
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GAGGGCGGCCGGGAGGGCGAGCGAGGGAGAGGAGGGAGAGGGGGAGGGGAGGAGTCCAGGGAGAG 

GCGGGATCACGGCCCAGGCTGCTGACACCCGCGCGTGGGGAGGACTCGGGCCACGAAAGGAAAGA 

AATGTATACCGTATCTATCTACCCGACAGCAGCGACCGAGACCCGGTGGGACACTCCCCTTCTCC 

CCACTTTCACCTCCCCACCCAAACTTTATAAAAGTTGAAAAAATATCATTTGACTTTTTATAGAA 

AAAAAAAGGAAAAAATAATTGAGAAAGTGTTCATCTGAGGACTGCATCGGTGGACACTGGTATTT 

ATTTATGTTAGCTCCAAGCGGACCGGTGGTTCAAAAGTGCATTATTTAGTTTGAGCTCTGTAGGT 

AAAAAGGAGGTGGGAAAAATTTTAAAACTTGAGGGTAAAAATGTGGAAAACAAACCCTCCCATCC 

CTTGTAGATTATAAATAAAAGCAAAACCGCCACAGAACTAGAGGTCTTCTCTTTAATGTTACTTT 

AAAATTGCTATGATTGTATTGTACGTTATTTAATGTCTGATTGAAACACAAATTTACATGCATGT 

TTGTTACAAAAAAAATGAAAAAAAAAGTCACAATTTGTCAGCTCTGATTTCAAATTGCAATTATT 

TTTAAGGTGTATACCATCGAAGAGAATGGGTATTTTTTTGTATGTATTCTGGAAGAAAACAACAA 

AAAAAAAAAGAAAAAGAAAAAATTCTATTCCAAAACCTCATTTGCCTTATTTTGTTCTTTAAAAG 

GAACACTTAACTATTTTTAATTTTTAAGTCCACCCGCTGAGAAGGGGACAAGGTTTACGTCATGT 

ACTAAAATAATAGACAATGTATCGCTTTAAAGATTAAAATTCCGTATATTTGATGTAAAAAAAAA 

AAAAACAAAAAACAAAAAACACTTTTGTGGCGCGCTTGAGCCTGGAGAAAAGTGTTAGACAACAC 

ATTGCGTATTGGGGCGCGGGGCCCCATGATGGATAAGATGACACAGGTGCACAAAGCAGTGTCCC 

AAGAAAGACCCGCGGACAAGACACAGAGGGGTAGGGGAATCCACACGAAAAAAAAAGCCCCGGGG 

GGACAACCAGAGGGTTCTGAGAGAACCCCAAAGGGATCTCAGAGGGCGACAAGAGGGCGTATAGA 
C AAAG G GAG AC AG AG G AG AAG T G AG AAC AAT T G C C 

SEQUENCE ID NO 4 

MLLGVVVGRGEQSAAFPNGENVCEWVLKRGCRLELRLGAGRIFVGCCGEAFEPQKPGFYKGFHFF 
LCVTLPPHRLTPQLDAKKSPLALLAQTCSQIGKPDPSPSSKLSSVASNGGGAGGAGGGAAGDKDT 
KSGPLKLSDIGVEDKSSFKPYSKPGSDKKEPGGGGGGGGGGGGGGGGVSSEKSGFRVPSATCQPF 
TPRTGSPSSSASACSPGGMLSSAGGAPEGKDDKKDTDVGGGGKGTGGASAEGGPTGLAHGRISCG 
GGINVDVNQHPDGGPGGKALGSDCGGSSGSSSGSGPSAPTSSSVLGSGLVAPVSPYKPGQTVFPL 
PPAGMTYPGSLAGAYAGYPPQFLPHGVALDPTKPGSLVGAQLAAAAAGSLGCSKPAGSSPLAGAS 
PPSVMTASLCRDPYCLSYHCASHLAGAAAASASCAHDPAAAAAALKSGYPLVYPTHPLHGVHSSL 
TAAAAAGATPPSLAGHPLYPYGFMLPNDPLPHICNWVSANGPCDKRFATSEELLSHLRTHTAFPG 
TDKLLSGYPSSSSLASAAAAAMACHMHIPTSGAPGSPGTLALRSPHHALGLSSRYHPYSKSPLPT 
PGAPVPVPAATGPYYSPYALYGQRLTTASALGYQ 
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SEQUENCE ID NO 5 

GAGAGCAGACCAGGCCCGGTGGAGAATTAGGTGCTGCTGGGAGCTCCTGCCTCCCACAGGATTCC 
AGCTGCAGGGAGCCTCAGGGACTCTGGGCCGCACGGAGTTGGGGGCATTCCCCAGAGAGCGTCGC 
CATGGTCTGCAGGGAGCAGTTATCAAAGAATCAGGTCAAGTGGGTGTTTGCCGGCATTACCTGTG 
TGTCTGTGGTGGTCATTGCCGCAATAGTCCTTGCCATCACCCTGCGGCGGCCAGGCTGTGAGCTG 
GAGGCCTGCAGCCCTGATGCCGACATGCTGGACTACCTGCTGAGCCTGGGCCAGATCAGCCGGCG 
AGATGCCTTGGAGGTCACCTGGTACCACGCAGCCAACAGCAAGAAAGCCATGACAGCTGCCCTGA 
ACAGCAACATCACAGTCCTGGAGGCTGACGTCAATGTAGAAGGGCTCGGCACAGCCAATGAGACA 
GGAGTTCCCATCATGGCACACCCCCCCACTATCTACAGTGACAACACACTGGAGCAGTGGCTGGA 
CGCTGTGCTGGGCTCTTCCCAAAAGGGCATCAAACTGGACTTCAAGAACATCAAGGCAGTGGGCC 
CCTCCCTGGACCTCCTGCGGCAGCTGACAGAGGAAGGCAAAGTCCGGCGGCCCATATGGATCAAC 
GCTGACATCTTAAAGGGCCCCAACATGCTCATCTCAACTGAGGTCAATGCCACACAGTTCCTGGC 
CCTGGTCCAGGAGAAGTATCCCAAGGCTACCCTATCTCCAGGCTGGACCACCTTCTACATGTCCA 
CGTCCCCAAACAGGACGTACACCCAAGCCATGGTGGAGAAGATGCACGAGCTGGTGGGAGGAGTG 
CCCCAGAGGGTCACCTTCCCTGTACGGTCTTCCATGGTGCGGGCTGCCTGGCCCCACTTCAGCTG 
GCTGCTGAGCCAATCTGAGAGGTACAGCCTGACGCTGTGGCAGGCTGCCTCGGACCCCATGTCGG 
TGGAAGATCTGCTCTACGTCCGGGATAACACTGCTGTCCACCAAGTCTACTATGACATCTTTGAG 
CCTCTCCTGTCACAGTTCAAGCAGCTGGCCTTGAATGCCACACGGAAACCAATGTACTACACGGG 
AGGCAGCCTGATCCCTCTTCTCCAGCTGCCTGGGGATGACGGTCTGAATGTGGAGTGGCTGGTTC 
CTGACGTCCAGGGCAGCGGTAAAACAGCAACAATGACCCTCCCAGACACAGAAGGCATGATCCTG 
CTGAACACTGGCCTCGAGGGAACTGTGGCTGAAAACCCCGTGCCCATTGTTCATACTCCAAGTGG 
CAACATCCTGACGCTGGAGTCCTGCCTGCAGCAGCTGGCCACACATCCCGGACACTGGGGCATCC 
ATTTGCAAATAGTGGAGCCCGCAGCCCTCCGGCCATCCCTGGCCTTGCTGGCACGCCTCTCCAGC 
CTTGGCCTCTTGCATTGGCCTGTGTGGGTTGGGGCCAAAATCTCCCACGGGAGTTTTTCGGTCCC 
CGGCCATGTGGCTGGCAGAGAGCTGCTTACAGCTGTGGCTGAGGTCTTCCCCCACGTGACTGTGG 
CACCAGGCTGGCCTGAGGAGGTGCTGGGCAGTGGCTACAGGGAACAGCTGCTCACAGATATGCTA 
GAGTTGTGCCAGGGGCTCTGGCAACCTGTGTCCTTCCAGATGCAGGCCATGCTGCTGGGCCACAG 
CACAGCTGGAGCCATAGGCAGGCTGCTGGCATCCTCCCCCCGGGCCACCGTCACAGTGGAGCACA 
ACCCAGCTGGGGGCGACTATGCCTCTGTGAGGACAGCATTGCTGGCAGCTAGGGCTGTGGACAGG 
ACCCGAGTCTACTACAGGCTACCCCAGGGCTACCACAAGGACTTGCTGGCTCATGTTGGTAGAAA 
CTGAGCACCCAGGGGTGGTGGGCCAGCGGACCTCAGGGCGGAGGCTTCCCACGGGGAGGCAGGAA 
GAAATAAAGGTCTTTGGCTTTCTCCAGGCACTGTATGTGWGTCCTTGGGGACAGGATGGAGTGGG 
AGTGGGCATGATGTGGCCACTGAGGGCATCTAGAGGGTCTGGAGGCTGGGGGCCAGATCATTCCG 
GTTGTCCAAGAGAAACTGCTCACAAGCCTTGAAGGTGGTGTAGAACTCAGAGGAGAGGCCGGCCA 
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CGTTGGTGGTCACATAGTTGAGAACACCTGGGGTGGCCTGGTTGTAGTAGGATACCTTGGTCAGC 

TGGTCCCCCTCGCGCCAGAGGCAGAAGCCTGAGCAGAGGGTCTCTCCGCGTCTGTACTCTGGCGT 

CTCTCGGTGTGTGGGCAGCGTGACCGACCTCAGCGCGATGACATAGGGGTCCCCATTGTCACAAG 

GCTTCCGCCTCGAGGCCAGGATCACGAAGTCCTGGGGCTTTGTGTGACCTCCGAGGGCAGGGCTG 

GTGACGTGGTAGATGGCGTCGTCCTCGTCTACCTGCTGCACTAGCTCCACGCTCCGGTAGTGCTT 
GTCCCACTCTGGC 

SEQUENCE ID NO 6 

AEQTRPGGELGAAGSSCLPQDSSCREPQGLWAARSWGHSPESVAMVCREQLSKNQVKWVFAGITC 
VSVVVIAAIVLAITLRRPGCELEACSPDADMLDYLLSLGQISRRDALEVTWYHAANSKKAMTAAL 
NSNITVLEADVNVEGLGTANETGVPIMAHPPTIYSDNTLEQWLDAVLGSSQKGIKLDFKNIKAVG 
PSLDLLRQLTEEGKVRRPIWINADILKGPNMLISTEVNATQFLALVQEKYPKATLSPGWTTFYMS 
TSPNRTYTQAMVEKMHELVGGVPQRVTFPVRSSMVRAAWPHFSWLLSQSERYSLTLWQAASDPMS 
VEDLLYVRDNTAVHQVYYDIFEPLLSQFKQLALNATRKPMYYTGGSLIPLLQLPGDDGLNVEWLV 
PDVQGSGKTATMTLPDTEGMILLNTGLEGTVAENPVPIVHTPSGNILTLESCLQQLATHPGHWGI 
HLQIVEPAALRPSLALLARLSSLGLLHWPVWVGAKISHGSFSVPGHVAGRELLTAVAEVFPHVTV 

APGWPEEVLGSGYREQLLTDMLELCQGLWQPVSFQMQAMLLGHSTAGAIGRLLASSPRATVTVEH 
NPAGGDYASVRTALLAARAVDRTRVYYRLPQGYHKDLLAHVGRN 

SEQUENCE ID NO 7 

CTGGGGCTGGATTGAGCTGACCACAGGCCACACCAGACTCCTCTCTGCTCCTGAGGAAGACAGGG 
CAGCCCGGCGCCACCCGCTCGGCCCTCACGAAGATGCTCCCTGGAGCCTGGCTGCTCTGGACCTC 
CCTCCTGCTCCTGGCCAGGCCTGCCCAGCCCTGTCCCATGGGTTGTGACTGCTTCGTCCAGGAGG 
TGTTCTGCTCAGATGAGGAGCTTGCCACCGTCCCGCTGGACATCCCGCCATATACGAAAAACATC 
ATCTTTGTGGAGACCTCGTTCACCACATTGGAAACCAGAGCTTTTGGCAGTAACCCCAACTTGAC 
CAAGGTGGTCTTCCTCAACACTCAGCTCTGCCAGTTTAGGCCGGATGCCTTTGGGGGGCTGCCCA 
GGCTGGAGGACCTGGAGGTCACAGGCAGTAGCTTCTTGAACCTCAGCACCAACATCTTCTCCAAC 
CTGACCTCGCTGGGCAAGCTCACCCTCAACTTCAACATGCTGGAGGCTCTGCCCGAGGGTCTTTT 
CCAGCACCTGGCTGCCCTGGAGTCCCTCCACCTGCAGGGGAACCAGCTCCAGGCCCTGCCCAGGA 
GGCTCTTCCAGCCTCTGACCCATCTGAAGACACTCAACCTGGCCCAGAACCTCCTGGCCCAGCTC 
CCGGAGGAGCTGTTCCACCCACTCACCAGCCTGCAGACCCTGAAGCTGAGCAACAACGCGCTCTC 
TGGTCTCCCCCAGGGTGTGTTTGGCAAACTGGGCAGCCTGCAGGAGCTCTTCCTGGACAGCAACA 
ACATCTCGGAGCTGCCCCCTCAGGTGTTCTCCCAGCTCTTCTGCCTAGAGAGGCTGTGGCTGCAA 
CGCAACGCCATCACGCACCTGCCGCTCTCCATCTTTGCCTCCCTGGGTAATCTGACCTTTCTGAG 
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CTTGCAGTGGAACATGCTTCGGGTCCTGCCTGCCGGCCTCTTTGCCCACACCCCATGCCTGGTTG 
GCCTGTCTCTGACCCATAACCAGCTGGAGACTGTCGCTGAGGGCACCTTTGCCCACCTGTCCAAC 
CTGCGTTCCCTCATGCTCTCATACAATGCCATTACCCACCTCCCAGCTGGCATCTTCAGAGACCT 
GGAGGAGTTGGTCAAACTCTACCTGGGCAGCAACAACCTTACGGCGCTGCACCCAGCCCTCTTCC 
AGAACCTGTCCAAGCTGGAGCTGCTCAGCCTCTCCAAGAACCAGCTGACCACACTTCCGGAGGGC 
ATCTTCGACACCAACTACAACCTGTTCAACCTGGCCCTGCACGGTAACCCCTGGCAGTGCGACTG 
CCACCTGGCCTACCTCTTCAACTGGCTGCAGCAGTACACCGATCGGCTCCTGAACATCCAGACCT 
ACTGCGCTGGCCCTGCCTACCTCAAAGGCCAGGTGGTGCCCGCCTTGAATGAGAAGCAGCTGGTG 
TGTCCCGTCACCCGGGACCACTTGGGCTTCCAGGTCACGTGGCCGGACGAAAGCAAGGCAGGGGG 
CAGCTGGGATCTGGCTGTGCAGGAAAGGGCAGCCCGGAGCCAGTGCACCTACAGCAACCCCGAGG 
GCACCGTGGTGCTCGCCTGTGACCAGGCCCAGTGTCGCTGGCTGAACGTCCAGCTCTCTCCTCGG 
CAGGGCTCCCTGGGACTGCAGTACAATGCTAGTCAGGAGTGGGACCTGAGGTCGAGCTGCGGTTC 
TCTGCGGCTCACCGTGTCTATCGAGGCTCGGGCAGCAGGGCCCTAGTAGCAGCGCATACAGGAGC 
TGGGGAAGGGGGCCTCTGGGGCCTGACCAGGCGACAGGTAGGGGCGGAGGGGAGCTGAGTCTCCG 
AAGCCTTGGCTTTTCACATGCAAGGGACAGGGTTACATCCCCAAGGTGAGGGGGTGGAGTCTGGT 
CTGCTCCACTAACCAGGGTCTCCTCCTCCTCTTCCTTCATCGCTTCTCCTGGAGTGTGCGGCCTA 
ACAAGGCCATCCTTATGCTTTGCAAAGCACCCTCAAAAGCTGCACCACAGCCTGGAGAATAAAAT 
ATCCTCAGCCCTGATGCCTCCCCATTATGTAACACCCAACCGCTCTCACCTACACCCTGAGGTCT 
ATTCACTGCATCCCAGTGATACAAAGTGGAGGCCACTGCCTTCTGACATCTGGCTCAAAAGCCCA 
GTGTCTGTTTCCATTTATTTCCCTGGAATTTCATTTAAAATTGGTATAGAGAAAAAAAGGATGTG 
ACAGAAGCAGAGATGACCAGAAAGCACAGGGGCAGGGTTCTGACTGGCGTGTGGGAGACCCTGTG 
GCCGGCACCCACCTCCACACGAGGACTAAGCTCTGATTTTTTTATCTTGCCCAAATTCCTACCTA 
AGGGGTCTAGGGAGTCGCGCCTTACAAATCATAAATTCTCATCAGATGGGTTTTATTTGACCCTG 
T AT AT CAT GACT T ATT T T T AAT CTGACT ATGGCAT AAC ATT ACAAGACGAGGCAAAAAT ATT T AA 
CCCCCAAATATATTTCCTTTGCCCTACCTTGAACTTGCCCTGCAGAGTCTCTTGTGAGGAGAATC 
CACATCCTATAAAGGAAGCCCCTTTCCCCTTTGTTTTCCTTCCTTTCTTTCCAGTCCAGGAGATC 
ATCAACTAAGAGCCAGGCACCCCTTTTAAGTCGATAAGAAACAGTTTACAACCTGCTCTCTCTCT 
CTCTGAAGTCTGCTGAGAGCTTCCCCTGCACAATAAAACTTGGCCTCCACAATCCTTTATCTTAA 
CCTGAACATTCCTTTCCATTGATCCCAGGTCTTCAGCTRAGCTCAACCAATTGTCAACCAGAAAA 
TGTTTAAATTTACCTACAGCCTGGAAGCACCCACCCCCGCTGCTTCGAGTTGTCCTGCCTTTCTG 
AACTCAACCAATGTATTTCTTAAATGTATTTGATTGATGCCTCATTCCTCCCTAAAATGTATAAA 
ACCAAGCTGTACCTCGACCACCTTGGGCACATGTTCCCAGGCCCTCCTGAGGTCTGTGTCACGGG 
CCATGGCCACTCATATTTGGCTCAGAATAAATCTCTTCAAAWAYYYY 
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SEQUENCE ID NO 8 

MLPGAWLLWTSLLLLARPAQPCPMGCDCFVQEVFCSDEELATVPLDIPPYTKNIIFVETSFTTLE 

TRAFGSNPNLTKVVFLNTQLCQFRPDAFGGLPRLEDLEVTGSSFLNLSTNIFSNLTSLGKLTLNF 

NMLEALPEGLFQHLAALESLHLQGNQLQALPRRLFQPLTHLKTLNLAQNLLAQLPEELFHPLTSL 

QTLKLSNNALSGLPQGVFGKLGSLQELFLDSNNISELPPQVFSQLFCLERLWLQRNAITHLPLSI 

FASLGNLTFLSLQWNMLRVLPAGLFAHTPCLVGLSLTHNQLETVAEGTFAHLSNLRSLMLSYNAI 

THLPAGIFRDLEELVKLYLGSNNLTALHPALFQNLSKLELLSLSKNQLTTLPEGIFDTNYNLFNL 
ALHGN PWQC DCHL AYL FNWLQQ YT DRLLN I QT YCAG PAYLKGQVVPALNEKQL VC PVTRDHLG FQ 

VTWPDESKAGGSWDLAVQERAARSQCTYSNPEGTVVLACDQAQCRWLNVQLSPRQGSLGLQYNAS 
QEWDLRS SCGSLRLTVS I EARAAGP 

SEQUENCE ID NO 9 

GCGGGCCGCGCGCATCCCCTGCGGCGGCGGCGGCGGCCTCGGGCGGGTGGGGGCAGCGCTCCCGC 
TCCGCCCCCGGCCCCCGCTGCCCGCGTCCCCTGCCAGGCCCCTCCTCCCGGCGGCGCGGCAGAGC 
CAGGCCCCAGCGCTCGGCCGGCCGCGAGCCCGCCGGCCGGGGACGAGCGTCGCAGCTCATGCTGA 
TCGCTGTCCTCCTCCTCCCCCTCAGGCGGCGCTGGCGGCGGCCCTGGGACCCGCGGAAGCCGGCA 
TGCTGGAGAAGCTGGAGTTCGAGGACGAAGCAGTAGAAGACTCAGAAAGTGGTGTTTACATGCGA 
TTCATGAGGTCACACAAGTGTTATGACATCGTTCCAACCAGTTCAAAGCTTGTTGTCTTTGATAC 
TACATTACAAGTTAAAAAGGCCTTCTTTGCTTTGGTAGCCAACGGTGTCCGAGCAGCGCCACTGT 
G GG AG AGT AAAAAAC AAAGT T T T GT AGG AAT GC T AAC AAT TAG AG AT T T C AT AAAT AT AC TAG AT 

AGATACTATAAATCACCTATGGTACAGATTTATGAATTAGAGGAACATAAAATTGAAACATGGAG 
GGAGCTTTATTTACAAGAAACATTTAAGCCTTTAGTGAATATATCTCCAGATGCAAGCCTCTTCG 
ATGCTGTATACTCCTTGATCAAAAATAAAATCCACAGATTGCCCGTTATTGACCCTATCAGTGGG 
AATGCACTTTATATACTTACCCACAAAAGAATCCTCAAGTTCCTCCAGCTTTTTATGTCTGATAT 
GCCAAAGCCTGCCTTCATGAAGCAGAACCTGGATGAGCTTGGAATAGGAACGTACCACAACATTG 
CCTTCATACATCCAGACACTCCCATCATCAAAGCCTTGAACATATTTGTGGAAAGACGAATATCA 
GCTCTGCCTGTTGTGGATGAGTCAGGAAAAGTTGTAGATATTTATTCCAAATTTGATGTAATTAA 
TCTTGCTGCTGAGAAAACATACAATAACCTAGATATCACGGTGACCCAGGCCCTTCAGCACCGTT 
CACAGTATTTTGAAGGTGTTGTGAAGTGCAATAAGCTGGAAATACTGGAGACCATCGTGGACAGA 
ATAGTAAGAGCTGAGGTCCATCGGCTGGTGGTGGTAAATGAAGCAGATAGTATTGTGGGTATTAT 
TTCCCTGTCGGACATTCTGCAAGCCCTGATCCTCACACCAGCAGGTGCCAAACAAAAGGAGACAG 
AAACGGAGTGACCGCCGTGAATGTAGACGCCCTAGGAGGAGAACTTGAACAAAGTCTCTGGGTCA 
CGTTTTGCCTCATGAACACTGGCTGCAAGTGGTTAAGAATGTATATCAGGGTTTAACGATAGGTA 
TTTCTTCCAGTGATGTTGAAATTAAGCTTAAAAAAGAAAGATTTTATGTGCTTGAAGATTCAGGC 
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« 1 

TTGCATTAAAAGACTGTTTTCAGACCTTTGTCTGAAGGATTTTAAATGCTGTATGTCATTAAAGT 

GCACTGTGTCCTGAAGTTTTCATTATTTTTCATTTCAAAGAATTCACTGGTATGGAACAGGTGAT 

GTGGCATAAGGTGAGTGCACGGTATGTTCAGATCACAGTGCCTTATGTCCGAATACAGCAATATG 

TCACCGCCGCAGCCGGGGCGCACGCGTGTGAAACAACACCGAGCTTGAATGTGGAAGTCTTTGAA 

CCTTTTACCAAATCAGTTTGTTTTCTTTAGATTTGTCAAAAAGTTGTAATTTGAATATAAATAAT 

TACTTTAAAATTGTAATGACACTTTTACACGTAAGTGTTTTGTTCTGGGCTGCCTTGGGCGGCTG 
CCATTGGGCACGGCTGCCATTGGTGT 

SEQUENCE ID NO 10 

RAARIPCGGGGGLGRVGAALPLRPRPPLPASPARPLLPAARQSQAPALGRPRARRPGTSVAAHAD 
RCPPPPPQAALAAALGPAEAGMLEKLEFEDEAVEDSESGVYMRFMRSHKCYDIVPTSSKLVVFDT 
TLQVKKAFFALVANGVRAAPLWESKKQS FVGMLT I T DFI N I LHRY YKS PMVQI YELEEHKI ETWR 

ELYLQETFKPLVNISPDASLFDAVYSLIKNKIHRLPVIDPISGNALYILTHKRILKFLQLFMSDM 

PKPAFMKQNLDELGIGTYHNIAFIHPDTPIIKALNIFVERRISALPVVDESGKVVDIYSKFDVIN 

LAAEKTYNNLDITVTQALQHRSQYFEGWKCNKLEILETIVDRIVRAEVHRLVVVNEADSIVGII 
SLSDILQALILTPAGAKQKETETE 

SEQUENCE ID NO 11 

GAAGCCTTCAGGCAGCCTCAACTCAGCCCCAAGCCACTGCTCTCCCATCCCAGTCCCTGGAAATC 
CACCCACTTGGCCCAGCTCACCCCAACTCCAACCCACTGGGACCCAGTCTCCAGGGGCCTGACTG 
TGGGCGGCAGCCACTCCTGAGTGAGCAAAGGTTCCTCCGCGGTGCTCTCCCGTCCAGAGCCCTGC 
TGATGGGGAAGTCCGAAGGCCCAGTGGGGATGGTGGAGAGCGCCGGCCGTGCAGGGCAGAAGCGC 
CCGGGGTTCCTGGAGGGGGGGCTGCTGCTGCTGCTGCTGCTGGTGACCGCTGCCCTGGTGGCCTT 
GGGTGTCCTCTACGCCGACCGCAGAGGGATCCCAGAGGCCCAAGAGGTGAGCGAGGTCTGCACCA 
CCCCTGGCTGCGTGATAGCAGCTGCCAGGATCCTCCAGAACATGGACCCGACCACGGAACCGTGT 
GACGACTTCTACCAGTTTGCATGCGGAGGCTGGCTGCGGCGCCACGTGATCCCTGAGACCAACTC 
AAGATACAGCATCTTTGACGTCCTCCGCGACGAGCTGGAGGTCATCCTCAAAGCGGTGCTGGAGA 
ATTCGACTGCCAAGGACCGGCCGGCTGTGGAGAAGGCCAGGACGCTGTACCGCTCCTGCATGAAC 
CAGAGTGTGATAGAGAAGCGAGGCTCTCAGCCCCTGCTGGACATCTTGGAGGTGGTGGGAGGCTG 
GCCGGTGGCGATGGACAGGTGGAACGAGACCGTAGGACTCGAGTGGGAGCTGGAGCGGCAGCTGG 
CGCTGATGAACTCACAGTTCAACAGGCGCGTCCTCATCGACCTCTTCATCTGGAACGACGACCAG 
AACTCCAGCCGGCACATCATCTACATAGACCAGCCCACCTTGGGCATGCCCTCCCGAGAGTACTA 
CTTCAACGGCGGCAGCAACCGGAAGGTGCGGGAAGCCTACCTGCAGTTCATGGTGTCAGTGGCCA 
CGTTGCTGCGGGAGGATGCAAACCTGCCCAGGGACAGCTGCCTGGTGCAGGAGGACATGGTGCAG 
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« 1 

I 

GTGCTGGAGCTGGAGACACAGCTGGCCAAGGCCACGGTACCCCAGGAGGAGAGACACGACGTCAT 

CGCCTTGTACCACCGGATGGGACTGGAGGAGCTGCAAAGCCARTTTGGCCTGAAGGGATTTAACT 

GGACTCTGTTCATACAAACTGTGCTATCCTCTGTCAAAATCAAGCTGCTGCCAGATGAGGAAGTG 

GTGGTCTATGGCATCCCCTACCTGCAGAACCTTGAAAACATCATCGACACCTACTCAGCCAGGAC 

CATACAGAACTACCTGGTCTGGCGCCTGGTGCTGGACCGCATTGGTAGCCTAAGCCAGAGATTCA 

AGGACACACGAGTGAACTACCGCAAGGCGCTGTTTGGCACAATGGTGGAGGAGGTGCGCTGGCGT 

GAATGTGTGGGCTACGTCAACAGCAACATGGAGAACGCCGTGGGCTCCCTCTACGTCAGGGAGGC 

GTTCCCTGGAGACAGCAAGAGCATGGTCAGAGAACTCATTGACAAGGTGCGGACAGTGTTTGTGG 

AGACGCTGGACGAGCTGGGCTGGATGGACGAGGAGTCCAAGAAGAAGGCGCAGGAGAAGGCCATG 

AGCATCCGGGAGCAGATCGGGCACCCTGACTACATCCTGGAGGAGATGAACAGGCGCCTGGACGA 

GGAGTACTCCAATCTGAACTTCTCAGAGGACCTGTACTTTGAGAACAGTCTGCAGAACCTCAAGG 

TGGGCGCCCAGCGGAGCCTCAGGAAGCTTCGGGAAAAGGTGGACCCAAATCTCTGGATCATCGGG 

GCGGCGGTGGTCAATGCGTTCTACTCCCCAAACCGAAACCAGATTGTATTCCCTGCCGGGATCCT 

CCAGCCCCCCTTCTTCAGCAAGGAGCAGCCACAGGCCTTGAACTTTGGAGGCATTGGGATGGTGA 

TCGGGCACGAGATCACGCACGGCTTTGACGACAATGGCCGGAACTTCGACAAGAATGGCAACATG 

ATGGATTGGTGGAGTAACTTCTCCACCCAGCACTTCCGGGAGCAGTCAGAGTGCATGATCTACCA 

GTACGGCAACTACTCCTGGGACCTGGCAGACGAACAGAACGTGAACGGATTCAACACCCTTGGGG 

AAAACATTGCTGACAACGGAGGGGTGCGGCAAGCCTATAAGGCCTACCTCAAGTGGATGGCAGAG 

GGTGGCAAGGACCAGCAGCTGCCCGGCCTGGATCTCACCCATGAGCAGCTCTTCTTCATCAACTA 

TGCCCAGGTGTGGTGCGGGTCCTACCGGCCCGAGTTCGCCATCCAATCCATCAAGACAGACGTCC 

ACAGTCCCCTGAAGTACAGGGTACTGGGGTCGCTGCAGAACCTGGCCGCCTTCGCAGACACGTTC 

CACTGTGCCCGGGGCACCCCCATGCACCCCAAGGAGCGATGCCGCGTGTGGTAGCCAAGGCCCTG 

CCGCGCTGTGCGGCCCACGCCCACCCGCTGCTCGGAGGCATCTGTGCGAAGGTGCAGCTAGCGGC 

GACCCAGTGTACGTCCCGCCCCGGCCAACCATGCCAAGCCTGCCTGCCAGGCCTCTGCGCCTGGC 

CTAGGGTGCAGCCACCTGCCTGACACCCAGGGATGAGCAGTGTCCAGTGCAGTACCTGGACCGGA 

GCCCCCTCCACAGACACCCGCGGGGCTCAGTGCCCCCGTCACAGCTCTGTAGAGACAATCAACTG 

TGTCCTGCCCACCCTCCAAGGTGCATTGTCTTCCAGTATCTACAGCTTCAGACTTGAGCTAAGTA 
AAT GO T T C AAAGAAAT C A 

SEQUENCE ID NO 12 

SLQAASTQPQATALPSQSLEIHPLGPAHPNSNPLGPSLQGPDCGRQPLLSEQRFLRGALPSRALL 
MGKSEGPVGMVESAGRAGQKRPGFLEGGLLLLLLLVTAALVALGVLYADRRGIPEAQEVSEVCTT 
PGCVIAAARILQNMDPTTEPCDDFYQFACGGWLRRHVIPETNSRYSIFDVLRDELEVILKAVLEN 
STAKDRPAVEKARTLYRSCMNQSVIEKRGSQPLLDILEVVGGWPVAMDRWNETVGLEWELERQLA 
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LMNSQFNRRVLIDLFIWNDDQNSSRHIIYIDQPTLGMPSREYYFNGGSNRKVREAYLQFMVSVAT 

LLREDANLPRDSCLVQEDMVQVLELETQLAKATVPQEERHDVIALYHRMGLEELQSQFGLKGFNW 

TLFIQTVLSSVKIKLLPDEEWVYGIPYLQNLENIIDTYSARTIQNYLVWRLVLDRIGSLSQRFK 

DTRVNYRKALFGTMVEEVRWRECVGYVNSNMENAVGSLYVREAFPGDSKSMVRELIDKVRTVFVE 

TLDELGWMDEESKKKAQEKAMSIREQIGHPDYILEEMNRRLDEEYSNLNFSEDLYFENSLQNLKV 

GAQRSLRKLREKVDPNLWIIGAAVVNAFYSPNRNQIVFPAGILQPPFFSKEQPQALNFGGIGMVI 

GHEITHGFDDNGRNFDKNGNMMDWWSNFSTQHFREQSECMIYQYGNYSWDLADEQNVNGFNTLGE 

NIADNGGVRQAYKAYLKWMAEGGKDQQLPGLDLTHEQLFFINYAQVWCGSYRPEFAIQSIKTDVH 
SPLKYRVLGSLQNLAAFADTFHCARGTPMHPKERCRVW 

SEQUENCE ID NO 13 

CGGCGCGTCGCTGCGCCGCACGTGTGCGAGCCCGGCCGCCGGTGAGTCGGCTGGAGCGCATCTGG 
TCCTCCGCGCGGAAAGCGCTGCTTTTGCCTGGCCGCCCTAGCCGCTGGCTCATCCAAGTGGCCTT 
CGCCGCTCTCTTGCGTCCCAACCAGAGCGCTGGCCACCTCGCCGCCCAGCTCACGCCGCGCCCGC 
GCTCCCAGGCTCCGGGTTTTCTTAAATGTTTTCTTGGAGCCTTAAAGATGGAGATGACAGAAATG 
ACTGGTGTGTCGCTGAAACGTGGGGCACTGGTTGTCGAAGATAATGACAGTGGAGTCCCAGTTGA 
AGAGACAAA7VAAACAGAAGCTGTCGGAATGCAGTCTAACCAAAGGTCAAGATGGGCTACAGAATG 
ACTTTCTGTCCATCAGTGAAGACGTGCCTCGGCCTCCTGACACTGTCAGTACTGGGAAAGGTGGA 
AAGAATTCTGAGGCTCAGTTGGAAGATGAGGAAGAAGAGGAGGAAGATGGACTTTCAGAGGAGTG 
CGAGGAGGAGGAATCAGAGAGTTTTGCAGACATGATGAAGCATGGACTCACTGAGGCTGACGTAG 
GCATCACCAAGTTTGTGAGTTCTCATCAAGGGTTCTCGGGAATCTTAAAAGAAAGATACTCCGAC 
TTCGTTGTTCATGAAATAGGAAAAGATGGACGGATCAGCCATTTGAATGACTTGTCCATTCCAGT 
GGATGAGGAGGACCCTTCAGAAGACATATTTACAGTTTTGACAGCTGAAGAAAAGCAGCGATTGG 
AAGAGCTCCAGCTGTTCAAAAATAAGGAAACCAGTGTTGCCATTGAGGTTATCGAGGACACCAAA 
GAGAAAAGAACCATCATCCATCAGGCTATCAAATCTCTGTTTCCAGGATTAGAGACAAAAACAGA 
GGATAGGGAGGGGAAGAAATACATTGTAGCCTACCACGCAGCTGGGAAAAAGGCTTTGGCAAGTA 
GGTGTCTGTGAGCAGCTTCCTCCTGCCAGGCAGCCGTGAGCGGCAGGCCCCGCTCCTCGTTAGCC 
TTGCCCGTTCGTGTTCAAGGGCTACTATAGTGCTGCTCAGAGAACAATATTGATCATGTCCCTCC 
TTCAGAGAGGAGGTCAGAACTGCAAGATCCAAGAAAACATTCTTGGCCAAAATCTAGGGGAAGTT 
ACTGCCACTTCGTACTATATAAGGAAAACAAAGACACCATGGATGCTATTAATGTACTCTCCAAA 
TACTTAAGAGTCAAGCCAAATATATTCTCCTACATGGGAACCAAAGATAAAAGGGCTATAACAGT 
TCAAGAAATTGCTGTTCTCAAAATAACTGCACAAAGACTTGCCCACCTGAATAAGTGCTTGATGA 
ACTTTAAGCTAGGGAATTTCAGCTATCAAAAAAACCCACTGAAATTGGGAGAGCTTCAAGGAAAC 
CACTTCACTGTTGTTCTCAGAAATATAACAGGAACTGATGACCAAGTACAGCAAGCTATGAACTC 
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TCTCAAGGAGATTGGATTTATTAACTACTATGGAATGCAAAGATTTGGAACCACAGCTGTCCCTA 
CGTATCAGGTTGGAAGAGCTATACTACAAAATTCCTGGACAGAAGTCATGGATTTAATATTGAAA 
CCCCGCTCTGGAGCTGAAAAGGGCTACTTGGTTAAATGCAGAGAAGAATGGGCAAAGACCAAAGA 
CCCAACTGCTGCCCTCAGAAAACTACCTGTCAAAAGGTGTGTGGAAGGGCAGCTGCTTCGAGGAC 
TTTCAAAATATGGAATGAAGAATATAGTCTCTGCATTTGGCATAATACCCAGAAATAATCGCTTA 
ATGTATATTCATAGCTACCAAAGCTATGTGTGGAATAACATGGTAAGCAAGAGGATAGAAGACTA 
TGGACTAAAACCTGTTCCAGGGGACCTCGTTCTCAAAGGAGCCACAGCCACCTATATTGAGGAAG 
ATGATGTTAATAATTACTCTATCCATGATGTGGTAATGCCCTTGCCTGGTTTCGATGTTATCTAC 
CCAAAGCATAAAATTCAAGAAGCCTACAGGGAAATGCTCACAGCTGACAATCTTGATATTGAC7UV 
CATGAGACACAAAATTCGAGATTATTCCTTGTCAGGGGCCTACCGAAAGATCATTATTCGTCCTC 
AGAATGTTAGCTGGGAAGTCGTTGCATATGATGATCCCAAAATTCCACTTTTCAACACAGATGTG 
GACAACCTAGAAGGGAAGACACCACCAGTTTTTGCTTCTGAAGGCAAATACAGGGCTCTGAAAAT 
GGATTTTTCTCTACCCCCTTCTACTTACGCCACCATGGCCATTCGAGAAGTGCTAAAAATGGATA 
CCAGTATCAAGAACCAGACGCAGCTGAATACAACCTGGCTTCGCTGAGCAGTACCTTGTCCACAG 
ATTAGAAAACGTACACAAGTGTTTGCTTCCTGGCTCCCTGTGCATTTTTGTCTTAGTTCAGACTC 
ATATATGGATTTCAAATCTTTGTAATAAAAATTATTTGTATTTTTAAGTTTTTATTAGCTTAAAG 
AAATAATTTGCAATATTTGTACATGTACACAAATCCTGAGGTTCTTAATTTTAGCTCAGAATATA 
AATTAGTCAAAATACACTTCAGGTGCTTAAATCAGAGTAAAATGTCAGCTTTACAATAATAAAAA 
AAGGACTTTGGTTTAAAGTAGCAGGTTTAGGTTTTGCTACATTCTCAAAAGACAGCAGGAGTATT 
TGACACATCTGTGATGGAGTATACAACAATGCATTTTAAGAGCAAATGCAACAAAACAAATCTGG 
ACTATGGATAAATAATTTGAGAGCTGCCACCCACAAATATAAATACAGTACTCATGCTGACTGAA 
ATAATAAGACATCTACAAATTTATAAACAAAAAGTGATTGTCATTATCCTGCTTATGTACTAGAT 
TCAGGCAAGCATTATAGACTTTTTGGTTGCGGTGGCTTTTGCATTTATATTATCAATGCCTTGCA 
GGAACGTTGCATTGATAGGCCCATTTTATTTTTTTATTTTTTTTTTCGAGACAGGATCTCACTCT 
GTAGCACAGGCTGGATTGCAGTGCAATCCTGCAATTCTCAATCTTGCACTGCAGCCTCGACCTCC 
CAGGCTCCAGTGACTCTCCCACCTCAGCCTCCTAAGTAGCTGGGAGTACAGGCGCGCACCACCAC 
GCCTAGCTGATTTTTGTATTTTTTTGTAGAGACGGGGGTTTGGCCATGTTGCCGAGGCTAACTCC 
TGGGATTACAGGCATGAGCTGTGCTGGCCGGGTTTTTTTTTCTTGATGTAAACGTGTACAGCTGT 
TTTATTAGTTAAGGTCTAATTTTTACTCTAGGTGCCTTTTATGTTCAGAACTCTTTCCACTGGAC 
TGGTATTTGCTCAAAAATAAATAATGGTAGAGAAGAAAACTATAAAAATGGACAAGGCTTTCTTC 
TATCAGTAGCGTTTACCCTTTGTCACCAGTGGCTTTGGTATTTCCATGTCTGGCATTGCATAAAC 
TTCTCTGGTGTGAAAGGATAAATATGCCTTTCTAAAGTTGTATATCAAAATTGTATCAATTTTTA 
TTTTCTATGATTTCTAGAAACAAATGTAATAAATATTTTTAAAATCTCCTTTCTACTGGTTATGT 
AAATAAATCAAATAAATATATC 
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SEQUENCE ID NO 14 

ARRCAARVRARPPVSRLERIWSSARKALLLPGRPSRWLIQVAFAALLRPNQSAGHLAAQLTPRPR 

SQAPGFLKCFLGALKMEMTEMTGVSLKRGALVVEDNDSGVPVEETKKQKLSECSLTKGQDGLQND 

FLSISEDVPRPPDTVSTGKGGKNSEAQLEDEEEEEEDGLSEECEEEESESFADMMKHGLTEADVG 

ITKFVSSHQGFSGILKERYSDFWHEIGKDGRISHLNDLSIPVDEEDPSEDIFTVLTAEEKQRLE 

ELQLFKNKETSVAIEVIEDTKEKRTIIHQAIKSLFPGLETKTEDREGKKYIVAYHAAGKKALASE 

VSVSSFLLPGSRERQAPLLVQPCPFVFKGYYSAAQRTILIMSLLQRGGQNCQDPRKHSWPKSRGS 

YCHFVLYKENKDTMDAINVLSKYLRVKPNIFSYMGTKDKRAITVQEIAVLKITAQRLAHLNKCLM 

NFKLGNFSYQKNPLKLGELQGNHFTWLRNITGTDDQVQQAMNSLKEIGFINYYGMQRFGTTAVP 

TYQVGRAILQNSWTEVMDLILKPRSGAEKGYLVKCREEWAKTKDPTAALRKLPVKRCVEGQLLRG 

LSKYGMKNIVSAFGIIPRNNRLMYIHSYQSYVWNNMVSKRIEDYGLKPVPGDLVLKGATATYIEE 

DDVNNYSIHDVVMPLPGFDVIYPKHKIQEAYREMLTADNLDIDNMRHKIRDYSLSGAYRKIIIRP 

QNVSWEVVAYDDPKIPLFNTDVDNLEGKTPPVFASEGKYRALKMDFSLPPSTYATMAIREVLKMD 
TSIKNQTQLNTTWLR 

SEQUENCE ID NO 15 

GGGCACCAGTTGTCAGGAGTTGACAGGAGGGCATAGCCAGGAACAGCTGGTGTCTCCTTACTGGG 
ACATGCTGTGACCTGTAGAATCGTGTCTGACCATTTCTGGAGGATGCAGTACTGAATTCAAGTAA 
CAAGGTGTCCTGTGAACCCCCCACAGTCAGATGGGTGAGGGATGGGGAGGGTCACGCAGGGTGTG 
GGCGGCGTGCCTGGCATGGGTCCTGCCAAGTTCGTCAGGTAACGTGATACTTCTCCCTTGCTTTT 
TGGTAGATGGACAGTGTGTCACCCTCGGGGAGCAGGTGGGCTGGCAGGACAGGCGGCCCCAGGCC 
GGGAGAAGGAGACACTCCCAGGTCGGTAGGCTCCACGACAAAAGTCAACCCTTCTGTAAATCACC 
TGCTGTGGTTATGATGCTCTGAGTTCAATACGTCTGAACCTTTGCTGTCTATGGATCTGCTCTAA 
ACCTTATAGCCTGCTTATGGGGGAAGGTGACGCCTTCTGGGCCCCATCTGTCCTTCCTCACAGCA 
CCCTCAGCACCTTAAGCCACCACCCTCAGCCACAATTTGGCAGAAGGATGGAGTCCAAGGTCTCA 
GAAGGTGGCCTGAATGTGACCCTCACCATCCGCCTGCTGATGCATGGAAAGGAAGTTGGAAGCAT 
CATCGGGAAGAAAGGAGAAACTGTGAAGAAGATGCGTGAGGAGAGTGGTGCAAGGATCAACATCT 
CAGAGGGAAACTGCCCAGAGAGGATTGTGACCATCACAGGCCCCACAGACGCCATCTTCAAGGCC 
TTTGCCATGATCGCATACAAGTTTGAGGAGGATATCATCAACTCCATGAGCAACAGCCCTGCCAC 
CAGCAAGCCCCCAGTGACGCTGAGGCTGGTGGTGCCTGCCAGCCAGTGCGGGTCCCTGATCGGCA 
AAGGAGGCTCCAAGATCAAGGAGATCAGGGAGTCCACAGGTGCCCAGGTGCAGGTGGCTGGGGAC 
ATGCTGCCCAACTCCACGGAGCGAGCGGTGACCATCTCGGGGACCCCAGATGCCATCATCCAGTG 
CGTCAAGCAGATCTGTGTGGTCATGCTGGAGTCCCCACCGAAAGGTGCCACCATTCCCTACCGCC 
CAAAGCCCGCCTCCACCCCTGTCATTTTTGCAGGTGGTCAGGCCTACACAATCCAGGGACAGTAT 
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GCCATCCCTCACCCGGATCAGTTGACCAAGCTCCACCAGTTGGCCATGCAGCAAACCCCCTTTCC 
TCCCCTCGGACAGACCAACCCCGCTTTCCCCGGAGAAAAGCTGCCTTTACACTCCTCCGAAGAAG 
CTCAAAATCTGATGGGCCAGTCATCAGGTCTGGACGCCAGCCCACCGGCCAGCACTCATGAGCTC 
ACCATTCCCAATGATCTAATAGGCTGCATAATTGGACGCCAAGGGACCAAAATCAATGAAATTCG 
ACAGATGTCTGGAGCTCAGATCAAAATCGCCAACGCCACGGAAGGGTCCTCAGAGCGTCAGATCA 
CCATCACGGGGACCCCGGCCAACATCAGCCTTGCCCAGTATCTCATCAACGCCAGGCTGACGTCC 
GAGGTCACCGGGATGGGCACGCTGTAATCCTACCCAGCACCCTTCCCCCGCGTCACCCACCTGCC 
AGAGCCTAAGGCCCCCGGCTCTCGCACTCTGTACAGCCCACCTTCCCTGCCTCACAGATACCAAT 
AGAGAGGTTTTCTTAATTAACAAAAGGACGTATGCCATGGAGAAACACACCCGCGCACACAGCTG 
CTCTCTACAGAGGCTGCAGGCTCCGCCGAGTCCCCCCTCAGTGTTATTTTATTTATGACTTACGC 
TCCCGTCTGCCCATGCACCGGCATGCAGTGGTAATTATTTTAGAAATATTGTTCCTTGGTGTCAG 
CGTAGCTGTCTGTCTTAGGAGCTGGGTCGGCGTTCCGACAGCACTTCCTGTCCGCCCTTCTCCTC 
TGCCATCCAGAACCGTCCAGAACTGTTGCCTGAGACCCCTCCTCTCTCACACAGCCCTGCCATGC 
TGACTCGGTTTCCCCTCAGAGCCATTGTTGTCTGGGCTCGAGTTTCTGCCCCAGGTTGTGTGCTG 
GAATCGGGGGGTGGCTCTCCTGCCACCCATGGGGAGCGCCAGGAGAGGAGGGTCATGGAGGATGT 
TGGGGCTCTGACCCCAGGAGTGGGGTGGAGGGCGGAGCCTGCTGGAGGCCCTGCCTTCACAGAGA 
TGCCGCGTGCTGGGAAGGCTCTTGGGGTCCCCTGAGCGTCTTCCAGGGTGGCTGGAGAGCACAGA 
CGCGCCAGGGAGCCCCCTCTGTGCTCCTCAGAGTTCAATAAATGTCGTGGCCCCTCCTCA 

SEQUENCE ID NO 16 

MGEGDAFWAPSVLPHSTLSTLSHHPQPQFGRRMESKVSEGGLNVTLTIRLLMHGKEVGSIIGKKG 
ETVKKMREESGARINISEGNCPERIVTITGPTDAIFKAFAMIAYKFEEDIINSMSNSPATSKPPV 
TLRLVVPASQCGSLIGKGGSKIKEIRESTGAQVQVAGDMLPNSTERAVTISGTPDAIIQCVKQIC 
VVMLESPPKGATIPYRPKPASTPVIFAGGQAYTIQGQYAIPHPDQLTKLHQLAMQQTPFPPLGQT 
NPAFPGEKLPLHSSEEAQNLMGQSSGLDASPPASTHELTIPNDLIGCIIGRQGTKINEIRQMSGA 
QIKIANATEGSSERQITITGTPANISLAQYLINARLTSEVTGMGTL 

SEQUENCE ID NO 17 

GGATCCGGATTCGGATTAGCAGCCCGGGAAGAGTGCCGTGGCACAGGCGCCGGAGGGAGCGCGAC 
CCTCGGACCCCGCCTGGCCCGCGGGGCTGGGACCCGGCCCCGGCCTGCCCGATGGGGCGCGCGGC 
CCCGGAGATGCGCCCTCGCCCGGCCCCGCGCCCCCGGCCCCGCGCCCCCGGCCCGCCCGCCCCGG 
CCCGCGCCTCCGCCTGAGTCCCCCGCGCCTTGGCCCGCCACCCCCCGCCCCGCGCCCCCGGCCCG 
CCTGCGCCATGGAGCCCGGCCGCGGCGGCACAGAGACCGTGGGCAAGTTCGAGTTCTCCCGCAAG 
GACCTGATCGGCCACGGCGCCTTCGCGGTGGTCTTCAAGGGCCGCCACCGCGAGAAGCACGATTT 
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GGAGGTCGCCGTCAAGTGCATTAACAAGAAGAACCTCGCCAAGTCTCAGACGCTGCTGGGGAAGG 
AAATCAAAATCCTGAAGGAACTGAAACATGAAAACATCGTGGCCCTGTACGACTTCCAGGAAATG 
GCTAATTCTGTCTACCTGGTTATGGAGTACTGCAACGGTGGGGACCTGGCCGACTACCTGCACGC 
CATGCGCACGCTGAGCGAGGACACCATCAGGCTCTTCCTGCAGCAGATCGCGGGCGCCATGCGGC 
TTCTGCACAGCAAAGGCATCATCCACCGCGACCTGAAACCGCAGAACATCCTGCTGTCCAACCCC 
GCCGGCCGCCGCGCCAACCCCAACAGCATCCGCGTCAAGATCGCTGACTTCGGCTTCGCGCGGTA 
CCTCCAGAGCAACATGATGGCGGCCACACTCTGCGGCTCCCCCATGTACATGGCCCCCGAGGTCA 
TCATGTCCCAGCACTACGACGGGAAGGCGGACCTGTGGAGCATCGGCACCATCGTCTACCAGTGC 
CTGACGGGGAAGGCGCCCTTCCAGGCCAGCAGCCCCCAGGACCTGCGCCTGTTCTACGAGAAGAA 
CAAGACGTTGGTCCCCACCATCCCCCGGGAGACCTCGGCCCCGCTGCGGCAGCTGCTCCTGGCCC 
TACTGCAACGCAACCACAAGGACCGCATGGACTTCGATGAGTTTTTTCATCACCCTTTCCTCGAT 
GCCAGCCCCTCGGTCAGGAAATCCCCACCCGTGCCTGTGCCCTCGTACCCAAGCTCGGGGTCCGG 
CAGCAGCTCCAGCAGCAGCTCCACCTCCCACCTGGCCTCCCCGCCGTCCCTGGGCGAGATGCAGC 
AGCTGCAGAAGACCCTGGCCTCCCCGGCTGACACCGCTGGCTTCCTGCACAGCTCCCGGGACTCT 
GGTGGCAGCAAGGACTCTTCCTGTGACACAGATGACTTCGTCATGGTCCCCGCGCAGTTTCCAGG 
TGACCTGGTGGCTGAGGCGCCCAGTGCCAAACCCCCGCCAGACAGCCTGATGTGCAGTGGGAGCT 
CACTGGTGGCCTCTGCGGGCTTGGAGAGCCACGGCCGGACCCCATCTCCATCCCCACCCTGCAGC 
AGCTCCCCCAGTCCCTCAGGCCGGGCTGGCCCGTTCTCCAGCAGCAGGTGCGGCGCCTCTGTCCC 
CATCCCAGTCCCCACGCAGGTGCAGAACTACCAGCGCATTGAGCGAAACCTGCAGTCACCCACCC 
AGTTCCAAACACCTCGGTCCTCTGCCATCCGCAGGTCAGGCAGCACCAGCCCCCTGGGCTTTGCA 
AGGGCCAGCCCCTCGCCCCCTGCCCACGCTGAGCATGGAGGCGTCCTGGCCAGGAAGATGTCTCT 
GGGTGGAGGCCGGCCCTACACGCCATCTCCTCAAGTTGGAACCATCCCTGAGCGGCCAGGCTGGA 
GCGGGACGCCCTCCCCACAGGGAGCTGAGATGCGGGGTGGCAGGTCCCCTCGTCCAGGCTCCTCT 
GCACCCGAGCACTCTCCCCGCACTTCCGGGCTGGGCTGCCGCCTGCACAGCGCCCCCAACCTGTC 
TGACTTGCACGTCGTCCGCCCCAAGCTGCCCAAACCCCCCACGGACCCCCTGGGAGCTGTGTTCA 
GCCCACCACAGGCCAGCCCTCCCCAGCCGTCCCACGGCCTGCAGTCCTGCCGGAACCTGCGGGGC 
TCACCCAAGCTGCCCGACTTCCTGCAGCGAAACCCCCTGCCCCCCATCCTGGGCTCCCCCACCAA 
GGCTGTGCCCTCCTTTGACTTCCCGAAGACCCCCAGCTCCCAGAACCTGCTGGCCCTCCTAGCCC 
GGCAGGGCGTGGTGATGACGCCCCCTCGAAACCGGACGCTGCCCGACCTCTCGGAGGTGGGACCC 
TTCCATGGTCAGCCGTTGGGCCCTGGCCTGCGGCCAGGCGAGGACCCCAAGGGCCCCTTTGGCCG 
GTCTTTCAGCACCAGCCGCCTCACTGACCTGCTCCTTAAGGCGGCGTTTGGGACACAAGCCCCGG 
ACCCGGGCAGCACGGAGAGCCTGCAGGAGAAGCCCATGGAGATCGCACCCTCAGCTGGCTTTGGA 
GGGAGCCTGCACCCAGGAGCCCGTGCTGGGGGCACCAGCAGCCCTTCCCCGGTGGTCTTCACCGT 
GGGCTCTCCCCCGAGCGGGAGCACGCCCCCCCAGGGCCCCCGCACCAGGATGTTCTCAGCGGGCC 
CCACTGGCTCTGCCAGCTCTTCTGCCCGCCACCTGGTGCCTGGGCCCTGCAGCGAGGCCCCAGCC 
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t t 

CCTGAGCTCCCTGCTCCAGGACACGGCTGCAGCTTTGCCGACCCCATTGCTGCGAACCTGGAGGG 
GGCTGTGACCTTCGAGGCCCCCGACCTCCCTGAGGAGACCCTCATGGAGCAAGAGCACACGGAGA 
TCCTGCGTGGCCTGCGCTTCACGCTGCTGTTCGTGCAGCACGTCCTGGAGATCGCAGCCCTGAAG 
GGCAGCGCCAGTGAGGCGGCGGGGGGCCCTGAGTACCAGCTGCAGGAGAGTGTGGTGGCCGACCA 
GATCAGCCTGCTGAGCCGAGAATGGGGCTTCGCGGAACAGCTGGTGCTGTACCTGAAGGTGGCCG 
AGCTACTGTCCTCCGGCCTGCAAAGTGCCATCGACCAGATCCGGGCCGGCAAGCTCTGCCTGTCG 
TCCACTGTGAAGCAGGTGGTGCGCAGGCTGAATGAGCTGTACAAGGCCAGCGTGGTGTCCTGCCA 
GGGCCTGAGCCTGCGGCTGCAGCGCTTCTTCCTGGACAAGCAGCGGCTCCTGGACCGCATTCACA 
GCATCACTGCCGAGAGGCTCATCTTCAGCCACGCTGTGCAGATGGTGCAGTCGGCTGCCCTGGAC 
GAGATGTTCCAGCACCGTGAGGGCTGCGTCCCACGCTACCACAAGGCCCTGCTGCTCCTGGAGGG 
GCTGCAGCACATGCTCTCGGACCAGGCCGACATCGAGAACGTCACCAAGTGCAAGCTGTGCATTG 
AGCGGAGACTCTCGGCGCTGCTGACTGGCATCTGTGCCTGACCTTTCTGGCCTGGCTGGGCCCCC 
CGTCCTGCCGAGCCCTGCAGAGTGGGCTCTGTGTGCTGGCTGGACTCCTCGGGACAAGCCCATGG 
CGCTGATCGCTGGTGCTGAGCCCTGCCCTGGGCCCCACGGACAGTCAGCCTGCCGGCCTCCCTGC 
AGCTCACGGGGCAGAACCAGCACATCTGGAGCCACACAGCTTGGGGGGTGTCTCCCATCTTTTAC 
AGGTGGGGATCACAGAATTTCTGCCCCTCCAGCTGCCTGGCTCAGCAGGCGTGGGTGCCACCACC 
CTCTAGCCCCAGGGCAGCCCCGGAGGACAGGCAAGGGCCTGAGACCACTGCCGACTCAAAGCCAA 
AGCGAGCTCCTGCTTAGGGCAGGTCAGCAGGCACTGTGCCCAGGAAGAGCCTGCGGCCTCGGCGT 
CCCCCAGTCTCCAGGAGCCTCTCCCTCCGAGATACCCACCCAGCTTTGTCAATCACCCAAGCACT 
TTATGCATATAGAGACAGAACCTGGACCTCACCAGGGACTGCTGGGCAGCGATTCCTGGCAGTGG 
CCTGGTGTTTGTACATACACATATGCAGACACATGCCAGGGCCCCCCAAGCCCGAGCACCGGACC 
ACGTTGCTGCCCAGGTCTGGACCTCAGCGGGAGAACTGGCTCCGGGGGGAGTGGGGCCCTGCGCT 
AGAGGCAGAGGCAGTTCTTTGTTCAAGCGTTCCTCTGGGGACCGGCAGCAGAGGCACCGTGTTCT 
CTCAGCCCTGGATACGTCTTGTAATCTTTCACACTTTATTCCTAAAACGTGTCTTATTTTTATGC 
AGCTCATTTTTTCTTTAAAGGAGAAAACTTGTAGGTGTTTAAGAATTGGTTTTGGGAGGGCGAGG 
ACTGGGCCAGGTTAGAGGCAGATGGCACAGGGGCGTGTGGCGGGCGGGTGAGGCTGCTTTGCACA 
CCTGTGTTGGTGGCTGTCCCCTGCCGCCCCTCCCTGTGGCAGCAGCAGGACAGGTGTGTGCCCAG 
CACCCTCCCTACCTGGGCCTGGAAGCAGATGAGGGGAATACTTCATGCAAAGAAAAAAGTAACAT 
GTGCAAAAGCTCCCCGTCCAGCTTTGACAGTCAGTTTTGATGTCAGCTCCTCGGCAGGGTAGGCC 
TGATGACAGCCCTGTCCCTCCCTGCCTCTGCCTTGCCCAAGGCCACGGAGGGCGTCTGCAGAGAG 
GCCTGCCTCCCTTGGTCTGCCCAGCCCTCGGTTAGCCCTGCCTGAATCAGTAGATACTTGAACGA 
GTCCCCAGTCTGCGGGAGGCAGTGGTGGGGCCATGGACCCATGCGGGGGGTTCCAGGGTCACACG 
CCACATAACAGACAAAAATACACACACGTGTGTTTTTCTTTGCAATACTTGAAATATTGCCACTG 
TGCTTGGACTTAGAAGAAGAAAATCCCCGTGACTTCTTCCTCATCACCTTGATGGCTTTATTCTC 
ACCTTGTGGGGCATGTTTGTATTTATTGCTTCATGGCCGACTGGAATCCTGAGTCCTGGGAAGCT 
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GGCACTGCGGGGATCTTGCCCGGTGTCCTGGTCCTCTTGCTTCCGTCGCGGCCGCATGTGCGTGT 

GTCCAAGCAGGTCCTGGGCGCCTCAACTGCTGCCCCTGGTTGAATGTTCTCTTGATAGTGCTGGA 

CCCTTTGTCTATTTTAAAGCGAATTTTGTGTGATTTCCTGCCCTTTGCGTTATATTGTATAATAC 
CAACGTAAGGAAATAAACCTTTGGAATTGTTGGGCTGGTGTCACCACTT 

SEQUENCE ID NO 18 

MEPGRGGTETVGKFEFSRKDLIGHGAFAVVFKGRHREKHDLEVAVKCINKKNLAKSQTLLGKEIK 

ILKELKHENIVALYDFQEMANSVYLVMEYCNGGDLADYLHAMRTLSEDTIRLFLQQIAGAMRLLH 

SKGIIHRDLKPQNILLSNPAGRRANPNSIRVKIADFGFARYLQSNMMAATLCGSPMYMAPEVIMS 

QHYDGKADLWSIGTIVYQCLTGKAPFQASSPQDLRLFYEKNKTLVPTIPRETSAPLRQLLLALLQ 

RNHKDRMDFDEFFHHPFLDASPSVRKSPPVPVPSYPSSGSGSSSSSSSTSHLASPPSLGEMQQLQ 

KTLASPADTAGFLHSSRDSGGSKDSSCDTDDFVMVPAQFPGDLVAEAPSAKPPPDSLMCSGSSLV 

ASAGLESHGRTPSPSPPCSSSPSPSGRAGPFSSSRCGASVPIPVPTQVQNYQRIERNLQSPTQFQ 

TPRSSAIRRSGSTSPLGFARASPSPPAHAEHGGVLARKMSLGGGRPYTPSPQVGTIPERPGWSGT 

PSPQGAEMRGGRSPRPGSSAPEHSPRTSGLGCRLHSAPNLSDLHVVRPKLPKPPTDPLGAVFSPP 

QASPPQPSHGLQSCRNLRGSPKLPDFLQRNPLPPILGSPTKAVPSFDFPKTPSSQNLLALLARQG 

VVMTPPRNRTLPDLSEVGPFHGQPLGPGLRPGEDPKGPFGRSFSTSRLTDLLLKAAFGTQAPDPG 

STESLQEKPMEIAPSAGFGGSLHPGARAGGTSSPSPWFTVGSPPSGSTPPQGPRTRMFSAGPTG 

SASSSARHLVPGPCSEAPAPELPAPGHGCSFADPIAANLEGAVTFEAPDLPEETLMEQEHTEILR 

GLRFTLLFVQHVLEIAALKGSASEAAGGPEYQLQESWADQISLLSREWGFAEQLVLYLKVAELL 

SSGLQSAIDQIRAGKLCLSSTVKQVVRRLNELYKASWSCQGLSLRLQRFFLDKQRLLDRIHSIT 

AERLIFSHAVQMVQSAALDEMFQHREGCVPRYHKALLLLEGLQHMLSDQADIENVTKCKLCIERR 
LSALLTGICA 

SEQUENCE ID NO 19 

CACAGCGGCGGCCGGGTGGCGGGGGTGAGTGGGGCCAGCGGGGCTGGACAGCAGCGGGCCCCGGG 
CGCCGCCGCCGCGATCCCTCCCCGCGCCCGCCGAGCACATCGCCGCCGCCGAGATGGGCCCTCCG 
CGGCACCCCCAGGCCGGCGAGATAGAAGCGGGCGGTGCGGGCGGCGGGCGGCGGCTACAGGTGGA 
AATGAGTTCTCAACAGTTTCCTCGGTTAGGAGCCCCTTCTACCGGGCTGAGCCAGGCCCCTTCTC 
AGATTGCAAACAGTGGTTCTGCTGGATTGATAAACCCAGCTGCTACAGTCAATGATGAATCTGGT 
CGAGATTCTGAAGTCAGTGCCAGGGAGCACATGAGTTCCAGCAGCTCCCTCCAGTCCCGGGAGGA 
GAAGCAAGAGCCTGTTGTGGTAAGGCCCTATCCACAGGTGCAGATGTTGTCGACACACCATGCTG 
TCGCATCAGCCACACCTGTTGCAGTGACAGCCCCGCCAGCACACCTGACGCCAGCAGTGCCACTT 
TCATTTTCGGAGGGACTTATGAAGCCGCCCCCGAAGCCCACCATGCCTAGCCGTCCCATTGCTCC 
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TGCTCCACCTTCTACCCTGTCACTTCCCCCCAAGGTTCCAGGGCAGGTTACCGTTACCATGGAGA 
GTAGCATCCCTCAAGCTTCAGCCATTCCTGTGGCAACAATCAGTGGACAACAGGGCCATCCCAGT 
AACCTGCATCACATCATGACTACAAATGTGCAAATGTCTATCATCCGCAGCAATGCTCCTGGGCC 
CCCTCTTCACATTGGAGCTTCTCATTTACCTCGAGGTGCAGCTGCTGCTGCTGTGATGTCCAGTT 
CTAAAGTAACCACAGTCCTGAGGCCGACCTCACAGCTGCCAAATGCTGCTACTGCTCAGCCAGCA 
GTACAGCACATCATTCACCAACCAATCCAGTCTCGGCCACCTGTGACCACCTCCAATGCCATCCC 
TCCTGCTGTGGTAGCAACTGTCTCAGCCACCAGAGCTCAGTCTCCAGTCATCACTACGACAGCGG 
CGCATGCTACTGATTCAGCACTTAGTAGGCCAACCTTGTCTATCCAGCATCCTCCATCTGCAGCA 
ATCAGTATTCAGCGTCCTGCCCAGTCACGAGATGTCACAACAAGAATCACACTACCATCTCACCC 
TGCATTAGGGACGCCAAAACAGCAGCTTCATACAATGGCTCAGAAAACAATCTTCAGTACTGGCA 
CGCCAGTGGCTGCAGCCACAGTAGCACCTATTTTGGCAACCAACACCATTCCTTCAGCGACCACA 
GCTGGATCTGTGTCACACACGCAAGCTCCCACAAGTACCATTGTTACCATGACAGTACCCTCCCA 
TTCCTCCCATGCTACTGCTGTGACCACCTCAAACATCCCAGTCGCCAAGGTGGTGCCCCAGCAGA 
TCACGCACACTTCTCCTCGGATCCAGCCAGACTACCCTGCCGAGAGGAGTAGCCTGATTCCCATC 
TCCGGACATCGGGCCTCTCCCAATCCTGTGGCCATGGAAACCCGAAGTGACAACAGACCGTCTGT 
TCCCGTTCAGTTCCAATATTTTTTGCCAACTTACCCCCCTTCTGCATACCCACTGGCGGCACATA 
CCTACACCCCAATCACCAGTTCCGTGTCCACTATCCGACAGTATCCAGTTTCAGCTCAGGCTCCA 
AACTCTGCCATCACAGCTCAGACTGGTGTTGGGGTAGCGTCTACCGTCCACCTAAACCCCATGCA 
GTTGATGACAGTGGATGCATCGCATGCTCGACATATTCAAGGGATCCAGCCAGCACCCATCAGTA 
CCCAGGGTATCCAGCCGGCCCCCATTGGGACCCCAGGGATACAGCCTGCACCACTTGGCACACAG 
GGAATTCACTCAGCAACCCCAATCAACACACAAGGGCTTCAGCCTGCACCTATGGGTACTCAGCA 
GCCTCAGCCTGAAGGAAAGACTTCAGCAGTGGTGTTGGCAGATGGAGCCACAATTGTGGCCAACC 
CTATTAGCAATCCATTCAGTGCTGCTCCAGCAGCAACAACCGTGGTGCAGACCCACAGCCAGAGT 
GCTAGCACCAACGCTCCCGCCCAGGGCTCATCGCCACGGCCAAGCATACTCCGGAAGAAACCTGC 
CACAGATGGAATGGCAGTTCGGAAAACCCTCATTCCTCCTCAGCCTCCTGATGTTGCTAGTCCTC 
GAGTGGAAAGCTCTATGCGGAGTACGTCTGGGTCACCTAGGCCTGCAGGTGCCAAACCCAAGTCT 
GAAATCCACGTGTCTATGGCCACTCCGGTCACTGTGTCCATGGAGACTGTATCCAATCAAAATAA 
TGATCAGCCTACCATTGCCGTCCCTCCAACTGCCCAGCAGCCCCCACCGACCATTCCAACTATGA 
TTGCAGCAGCCAGTCCCCCGTCACAACCAGCCGTTGCCCTTTCAACCATTCCTGGAGCGGTCCCC 
ATCACTCCACCCATCACCACCATTGCAGCTGCACCACCTCCATCAGTCACTGTGGGTGGCAGTCT 
TTCCTCCGTCTTGGGCCCTCCCGTTCCTGAAATTAAAGTGAAAGAAGAAGTAGAACCAATGGATA 
TCATGAGGCCAGTTTCTGCAGTTCCTCCACTGGCTACCAACACTGTGTCTCCATCTCTTGCATTG 
CTGGCAAACAACTTGTCCATGCCTACAAGTGACCTACCACCTGGTGCCTCCCCAAGGAAAAAGCC 
TCGAAAGCAACAGCATGTGATCTCAACAGAAGAAGGTGACATGATGGAGACAAACAGCACTGATG 
ATGAGAAGTCCACTGCCAAGAGTCTTCTGGTGAAGGCTGAGAAGCGCAAGTCTCCTCCCAAGGAG 
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TATATTGATGAGGAAGGTGTGAGATATGTCCCAGTGCGTCCAAGACCCCCCATTACTTTGCTTCG 
TCACTATCGGAACCCCTGGAAAGCTGCTTACCACCACTTTCAGAGGTACAGTGACGTCCGGGTCA 
AAGAGGAGAAGAAAGCTATGCTGCAGGAAATAGCTAATCAGAAAGGAGTATCCTGTCGTGCTCAA 
GGCTGGAAAGTCCACCTCTGTGCTGCCCAGTTACTACAGCTGACGAATCTAGAACATGATGTCTA 
TGAAAGACTTACTAACCTGCAGGAAGGGATTATCCCAAAGAAAAAAGCAGCAACAGATGATGATC 
TCCACCGAATAAACGAACTGATACAGGGAAATATGCAGAGGTGTAAACTTGTGATGGATCAAATC 
AGTGAAGCCAGAGACTCCATGCTTAAGGTTTTAGATCATAAAGACCGTGTCCTGAAGCTGCTTAA 
CAAGAACGGGACTGTCAAAAAAGTGTCCAAATTGAAGCGAAAGGAAAAAGTCTAGACCCAGAACA 
ATCAGGAGATTGGAAGCAAATTTATGAAGAATGATGGTGGGGGTGGGGGGAGGGTTTTGGTTTTT 
TCCAAAGTGGAACATTGAAATAAAGGAAGTGTTCCTTAGTTCCCGTGTGAAAGCAGAGGAACCCA 
TGACATCCAAGGGCGTGAAAGGATCAGAGCTGACTGGACATAGTGAGCTGCCTTCTTGCGTTCGG 
GTGCACCCCTGTTAAACCTGATCTGTGTCATAAGTGACTCCGGATGCATCAGTGTCCACCAGTTG 
GAAGCAATGACAAGGATGGCTGGCTGGTGTTTTTCAGCCTTCCGGTTTATAGACTGTATTTATCT 
AGTGGATTCCTGCAGGCCCCATACTGAGCCTGGACTGAAAGTATCCACTCGGACCATCTGTTATC 
TCTCTACACTGAAAATAAAACCTCTTCCACCCACCCCATTCGGTTCTTCTGCCTGACCTTCAAAT 
GCCCATGTTGGCCTTTTACAGCAGTGCCACGGCACCAAGCGAGCTGCCACATCTCACACTCTAAA 
GGGTTTGAACTATTAGTTCTTGTCATTTTTTAAAAAAAACCATTCCCAAGTGAAATTGTTATATC 
GTCTGTCTTGCGTGTGTCAGAACTGGGTTTTTGTGGAGGTTCAGAGCAGGCAACACCATAAGTTG 
CTCTCAGATCCTTGTTCTGAAGTACATTCTTGGTTATCTGTACTTCTGTAGCTGGTGTGATGCTG 
TTAATTGTATGTACCACACATCTCCAGACGTTAATAAAGGACTCAAAGAGGTTTTTGTA 

SEQUENCE ID NO 20 

MGPPRHPQAGEIEAGGAGGGRRLQVEMSSQQFPRLGAPSTGLSQAPSQIANSGSAGLINPAATVN 
DESGRDSEVSAREHMSSSSSLQSREEKQEPVVVRPYPQVQMLSTHHAVASATPVAVTAPPAHLTP 
AVPLSFSEGLMKPPPKPTMPSRPIAPAPPSTLSLPPKVPGQVTVTMESSIPQASAIPVATISGQQ 
GHPSNLHHIMTTNVQMSIIRSNAPGPPLHIGASHLPRGAAAAAVMSSSKVTTVLRPTSQLPNAAT 
AQPAVQHIIHQPIQSRPPVTTSNAIPPAVVATVSATRAQSPVITTTAAHATDSALSRPTLSIQHP 
PSAAISIQRPAQSRDVTTRITLPSHPALGTPKQQLHTMAQKTIFSTGTPVAAATVAPILATNTIP 
SATTAGSVSHTQAPTSTIVTMTVPSHSSHATAVTTSNIPVAKVVPQQITHTSPRIQPDYPAERSS 
LIPISGHRASPNPVAMETRSDNRPSVPVQFQYFLPTYPPSAYPLAAHTYTPITSSVSTIRQYPVS 
AQAPNSAITAQTGVGVASTVHLNPMQLMTVDASHARHIQGIQPAPISTQGIQPAPIGTPGIQPAP 
LGTQGIHSATPINTQGLQPAPMGTQQPQPEGKTSAWLADGATIVANPISNPFSAAPAATTVVQT 
HSQSASTNAPAQGSSPRPSILRKKPATDGMAVRKTLIPPQPPDVASPRVESSMRSTSGSPRPAGA 
KPKSEIHVSMATPVTVSMETVSNQNNDQPTIAVPPTAQQPPPTIPTMIAAASPPSQPAVALSTIP 
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GAVPITPPITTIAAAPPPSVTVGGSLSSVLGPPVPEIKVKEEVEPMDIMRPVSAVPPLATNTVSP 
SLALLANNLSMPTSDLPPGASPRKKPRKQQHVISTEEGDMMETNSTDDEKSTAKSLLVKAEKRKS 
PPKEYIDEEGVRYVPVRPRPPITLLRHYRNPWKAAYHHFQRYSDVRVKEEKKAMLQEIANQKGVS 
CRAQGWKVHLCAAQLLQLTNLEHDVYERLTNLQEGIIPKKKAATDDDLHRINELIQGNMQRCKLV 
MDQISEARDSMLKVLDHKDRVLKLLNKNGTVKKVSKLKRKEKV 

SEQUENCE ID NO 21 

GGAAAGTTGTGANTGTCGANCTTGATCCTGGCGNGCCGCGGAGTTCACCCTGNGGCCCNGGAGCA 
AAGTACTAGCTCTGTGATTAGATTGAATTCTCCAACAACAACATCTCAGATTATGGCAAGAAAGA 
AAAGGAGAGGGATTATAGAGAAAAGGCGTCGGGATCGGATAAATAACAGTTTATCTGAGTTGAGA 
AGACTTGTGCCAACTGCTTTTGAAAAACAAGGATCTGCAAAGTTAGAAAAAGCTGAAATATTGCA 
AATGACAGTGGATCATTTGAAGATGCTTCAGGCAACAGGGGGTAAAGGCTACTTTGACGCACACG 
CTCTTGCCATGGACTTCATGAGCATAGGATTCCGAGAGTGCCTAACAGAAGTTGCGCGGTACCTG 
AGCTCCGTGGAAGGCCTGGACTCCTCGGATCCGCTGCGGGTGCGGCTTGTGTCTCATCTCAGCAC 
TTGCGCCACCCAGCGGGAGGCGGCGGCCATGACATCCTCCATGGCCCACCACCATCATCCGCTCC 
ACCCGCATCACTGGGCCGCCGCCTTCCACCACCTGCCCGCAGCCCTGCTCCAGCCCAACGGCCTC 
CATGCCTCAGAGTCAACCCCTTGTCGCCTCTCCACAACTTCAGAAGTGCCTCCTGCCCACGGCTC 
TGCTCTCCTCACGGCCACGTTTGCCCATGCGGATTCAGCCCTCCGAATGCCATCCACGGGCAGCG 
TCGCCCCCTGCGTGCCACCTCTCTCCACCTCTCTCTTGTCCCTCTCTGCCACCGTCCACGCCGCA 

GCCGCAGCAGCCACCGCGGCTGCACACAGCTTCCCTCTGTCCTTCGCGGGGGCATTCCCCATGCT 
TCCCCCAAACGCAGCAGCAGCAGTGGCCGCGGCCA 

CAGCCATCAGCCCGCCCTTGTCAGTATCAGCCACGTCCAGTCCTCAGCAGACCAGCAGTGGAACA 
AACAATAAACCTTAC 

CGACCCTGGGGGACAGAAGTTGGAGCTTTTTAAATTTTTCTTGAACTTCTTGCAATAGTAACTGA 
ATGTCCTCCATTTCAGAGTCAGCTTAAAACCTCTGCACCCTGAAGGTAGCCATACAGATGCCGAC 
AGATCCACAAAGGAACAATAAAGCTATTTGAGACACAAACCTCACGAGTGGAAATGTGGTATTCT 
CTTTTTTTTCTCTCCCTTTTTTGTTTGGTTCAAGGCAGCTCGGTAACTGACATCAGCAACTTTTG 
AAAACTTCACACTTGTTACCATTTAGAAGTTTCCTGGAAAATATATGGACCGTACCATCCAGCAG 
TGCATCAGTATGTCTGAATTGGGGAAGTAAAATGCCCTGACTGAATTCTCTTGAGACTAGATGGG 
ACATACATATATAGAGAGAGAGTGAGAGAGTCGTGTTTCGTAAGTGCCTGAGCTTAGGAAGTTTT 
CTTCTGGATATATAACATTGCACAAGGGAAGACGAGTGTGGAGGATAGGTTAAGAAAGGAAAGGG 
ACAGAAGTCTTGCAATAGGCTGCAGACATTTTAATACCATGCCAGAGAAGAGTATTCTGCTGAAA 
CCAACAGGTTTTACTGGTCAAAATGACTGCTGAAAATAATTTTCAAGTTGAAAGATCTAGTTTTA 
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TCTTAGTTTGCCTTCTTTGTACAGACATGCCAAGAGGTGACATTTAGCAGTGCATTGGTATAAGC 

AATTATTTCATCAGTTCTCAGATTAACAAGCATTTCTGCTCTGCCTGCAGGCCCCCAGGCACTTT 

TTTTTTTGGATGGCTCAAAATATGGTGCTTCTTTATATAAACCTTACATTTATATAGTGCACCTA 

TGAGCAGTTGCCTACCATGTGTCCACCAGAGGCTATTTAATTCATGCCAACTTGAAAACTCTCCA 

GTTTGTAGGAGTTTGGTTTAATTTATTCAGTTTCATTAGGACTATTTTTATATATTTATCCTCTT 

CATTTTCTCCTAATGATGCAACATCTATTCTTGTCACCCTTTGGGAGAAGTTACATTTCTGGAGG 

TGATGAAGCAAGGAGGGAGCACTAGGAAGAGAAAAGCTACAATTTTTAAAGCTCTTTGTCAAGTT 

AGTGATTGCATTTGATCCCAAAACAAGATGAATGTATGCAATGGGATGTACATAAGTTATTTTTG 

CCCATGCCTAAACTAGTGCTATGTAATGGGGTTGTGGTTTTGTTTTTTTCGATTTCGTTTAATGA 

CAAAATAATCTCTTAATATGCTGAAATCAAGCACGTGAGAGTTTTTGTTTAAAAGATAAGAGACA 

CAGCATGTATTATGCACTTCATTTCTCTACTGTGTGGAGAAAGCAATAAACATTATGAGAATGTT 

AAACGTTATGCAAAATTATACTTTTAAATATTTGTTTTGAAATTACTGTACCTAGTCTTTTTTGC 

ATTACTTTGTAACCTTTTTCTATGCAAGAGTCTTTACATACCACTAATTAAATGAAGTCCTTTTT 
GACTA 

SEQUENCE ID NO 22 

VVXVXLILAXRGVHPXAXEQSTSSVIRLNSPTTTSQIMARKKRRGIIEKRRRDRINNSLSELRRL 
VPTAFEKQGSAKLEKAEILQMTVDHLKMLQATGGKGYFDAHALAMDFMSIGFRECLTEVARYLSS 
VEGLDSSDPLRVRLVSHLSTCATQREAAAMTSSMAHHHHPLHPHHWAAAFHHLPAALLQPNGLHA 
SESTPCRLSTTSEVPPAHGSALLTATFAHADSALRMPSTGSVAPCVPPLSTSLLSLSATVHTVAAA 
AATAAAHS FPLS FAGAFPML P PNAAAAVAAATAI S PPLS VS AT S S PQQTS SGTNNKP YRPWGTE V 
GAF 

SEQUENCE ID NO 23 

AGCTAATCGTTGCCAGCGGGGTGTGGACTTCGCCGCTGACCCCACCTCCGCCGCTTTGGGTAATT 
TAGAGCCGCGCGCCGGGCGGGAATGTAAGATGGCGGAGTAGCAACGCAAAGCGCTTGGTATTGAG 
TCTGTGGCCGACTTCGGTTCCGGTCTCTGCAGCAGCCGTGATCGCTTAGTGGAGTGCTTAGGGTA 
GTTGGCCAGGATGCCGAATATCAAAATCTTCAGCGGCAGCTCCCACCAGGACTTATCTCAGAAAA 
TTGCTGACCGCCTGGGCCTGGAGCTAGGCAAGGTGGTGACTAAGAAATTCAGCAACCAGGAGACC 
TGTGTGGAAATTGGTGAAAGTGTACGTGGAGAGGATGTCTACATTGTTCAGAGTGGTTGTGGCGA 
AATCAATGACAATTTAATGGAGCTTTTGATCATGATTAATGCCTGCAAGATTGCTTCAGCCAGCC 
GGGTTACTGCAGTCATCCCATGCTTCCCTTATGCCCGGCAGGATAAGAAAGATAAGAGCCGGGCG 
CCAATCTCAGCCAAGCTTGTTGCAAATATGCTATCTGTAGCAGGTGCAGATCATATTATCACCAT 
GGACCTACATGCTTCTCAAATTCAGGGCTTTTTTGATATCCCAGTAGACAATTTGTATGCAGAGC 
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CGGCTGTCCTAAAGTGGATAAGGGAGAATATCTCTGAGTGGAGGAACTGCACTATTGTCTCACCT 
GATGCTGGTGGAGCTAAGAGAGTGACCTCCATTGCAGACAGGCTGAATGTGGACTTTGCCTTGAT 
TCACAAAGAACGGAAGAAGGCCAATGAAGTGGACCGCATGGTGCTTGTGGGAGATGTGAAGGATC 
GGGTGGCCATCCTTGTGGATGACATGGCTGACACTTGTGGCACAATCTGCCATGCAGCTGACAAA 
CTTCTCTCAGCTGGCGCCACCAGAGTTTATGCCATCTTGACTCATGGAATCTTCTCCGGTCCTGC 
TATTTCTCGCATCAACAACGCATGCTTTGAGGCAGTAGTAGTCACCAATACCATACCTCAGGAGG 
ACAAGATGAAGCATTGCTCCAAAATACAGGTGATTGACATCTCTATGATCCTTGCAGAAGCCATC 
AGGAGAACTCACAATGGAGAATCCGTTTCTTACCTATTCAGCCATGTCCCTTTATAATAGAGTAA 
CTTCTGAGGCTTTTTGAGAAT7VAAATCCACCCCACCCTTGTTTCCCCTTGGTATTTGATGACAAA 
TTCAGCAGAAGACCCGGCTTGCTCCAGTGTAGCTTTCTACATCCCACATCAGGTATATTAGAGCT 
TATCCGAACTGGGGAAAGACGGATTGAGATTAACTGCTGGGACCTCCTACCTGCATTATCTCATT 
CTGGCTTCCTTGATAATTCTGTGGGCCTTGCAGCTTTAACTATAGCTCAGCTGCTGCAAGATTTC 
AGACTTTTGAGGATGTTGTGGAAGAGGCCAGAAAATGGAAGAGACGCCCCTGTAACGGGAATGCT 
AATGAGGAACATGGGGAGCAGGAGGCTGACAATGAGGTAGACGACGCAGAGGAAGAAGGTGCGGC 
GGCAAGACGGACGCGGAAGGAAACGAACGGTGCCTGGTGACCCCACGAAGGCTGGACCGATGGAC 
GATGACGGAAGCCTGAGTCTAGCTACCGGGCAAGCCGGCGCCTGCAGAATGATTGAGGCTCACGA 
CGTCGCTCCAGAAGCTGAGACCGACAGCGCTGCTCACCGCCAACACGGCTCTGTTCTCTTAACAA 
CAAGGCGCGTGACTCATAGCCTCATCCGTCTAGCACTACGGTCCTTGAGTACAGGCCCCGCCACG 
GACTGCCCCGTAGCGGTCTCCCACCTCCCACCTGCGTGGAACACACCGGGTCACAGCAAACGCGC 
GCCCTACCGTTTGTCAACGAACCGCCCTATTGTACCCACCCCCCCTTTTT 

SEQUENCE ID NO 24 

PNIKIFSGSSHQDLSQKIADRLGLELGKVVTKKFSNQETCVEIGESVRGEDVYIVQSGCGEINDN 
LMELLIMINACKIASASRVTAVIPCFPYARQDKKDKSRAPISAKLVANMLSVAGADHIITMDLHA 
SQIQGFFDIPVDNLYAEPAVLKWIRENISEWRNCTIVSPDAGGAKRVTSIADRLNVDFALIHKER 
KKANEVDRMVLVGDVKDRVAILVDDMADTCGTICHAADKLLSAGATRVYAILTHGIFSGPAISRI 
NNACFEAVWTNTIPQEDKMKHCSKIQVIDISMILAEAIRRTHNGESVSYLFSHVPL 

SEQUENCE ID NO 25 

ATGCGCCGACCCGGCGCCATTTTGGTGGCCGGGCGCGGAGGTGATTCCACACTGAGGCGAGCGCG 
GCGGCCGGGGTGGTAGTGGCAGTGTTCGTGTGCTCAGGTCTGAATCGCCGAGGGAGGAGGCGGTG 
GAGGAAGAGGTGGCGGCGGTGGCGGTGGTCGTAGCGGTGGCGGAGGAGGCGGGTACGAATCAGCT 
GCGGGCGGAGACATGGCCAACATCGCGGTGCAGCGAATCAAGCGGGAGTTCAAGGAGGTGCTGAA 
GAGCGAGGAGACGAGCAAAAATCAAATTAAAGTAGATCTTGTAGATGAGAATTTTACAGAATTAA 
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GAGGAGAAATAGCAGGACCTCCAGACACACCATATGAAGGAGGAAGATACCAACTAGAGATAAAA 

ATACCAGAAACATACCCATTTAATCCCCCTAAGGTCCGGTTTATCACTAAAATATGGCATCCTAA 

TATTAGTTCCGTCACAGGGGCTATTTGTTTGGATATCCTGAAAGATCAATGGGCAGCTGCAATGA 

CTCTCCGCACGGTATTATTGTCATTGCAAGCACTATTGGCAGCTGCAGAGCCAGATGATCCACAG 

GATGCTGTAGTAGCAAATCAGTACAAACAAAATCCCGAAATGTTCAAACAGACAGCTCGACTTTG 

GGCACATGTGTATGCTGGAGCACCAGTTTCTAGTCCAGAATACACCAAAAAAATAGAAAACCTAT 

GTGCTATGGGCTTTGATAGGAATGCAGTAATAGTGGCCTTGTCTTCAAAATCATGGGATGTAGAG 

ACTGCAACAGAATTGCTTCTGAGTAACTGAGGCATAGAGAGCTGCTGATATAGTCAAGCTTGCCT 

CTTCTTGAGGAGCACCAACATCTGTTATTTTTAGGATTCTGCATAGATTTCTTTTAAACTGGCAT 

TCTTGCCTAATGATGTTATCTAGGCACCATTGGAGACTGAACTATCTAAAGAGTGACAGCCCCGC 

GATACACCCGGGAGCATTGTGTGACTCACGAACAACGTCCCGTGTCTATGGGGGCCCTGGTGTAA 
CATTGATCGGTTGT 

SEQUENCE ID NO 26 

MANIAVQRIKREFKEVLKSEETSKNQIKVDLVDENFTELRGEIAGPPDTPYEGGRYQLEIKIPET 

YPFNPPKVRFITKIWHPNISSVTGAICLDILKDQWAAAMTLRTVLLSLQALLAAAEPDDPQDAVV 

ANQYKQNPEMFKQTARLWAHVYAGAPVSSPEYTKKIENLCAMGFDRNAVIVALSSKSWDVETATE 
LLLSN 

SEQUENCE ID NO 27 

TGCGCAGGGCCGGCTCGAAGCGCAAGCAGGAAGCGTTTGCGGTGATCCCGGCGACTGCGCTGGCT 
AATGCGGTACCGGCTAGCGTGGCTTCTGCACCCCGCACTGCCCAGCACCTTCCGCTCAGTCCTCG 
GCGCCCGCCTGCCGCCTCCGGAGCGCCTGTGTGGGAACTACCAGGTTGTTTTTCAAAGCAGCGGC 
ACTATTTTGCATTTCCACCAGCAGTGTGTGAAAATTCCAATTTCTCTATATCCTTGACAACACTT 
GCTATATGTACTTTTGTTATAAGCCATCCTGGTGGGTATGAAGTGGTGTCTCATTGGAATTTTGA 
CTTTCATTTTCCTGATGACCATTGTAAGAGTTTTAAAATATATTCTCTAGGCCGGGCGTGTTGGC 
TCATGCCTGTAATCCCAGCACTTTGGGAGGATGAGGCAGGTGGATCACCTGCAGTCAGGAGTTCA 
GGACCAGCCTGACCAACAAGCTCCTGCATGTGGCATCTGAAAGCTATCTGTGAAGAGGTTCAAGC 
AATTCTTCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGTTTCCAAAAAAAGACTTACAGCAAA 
ATGAATAATCCAGCCATCAAGAGAATAGGAAATCACATTACCAAGTCTCCTGi\AGACAAGCGAGA 
ATATCGAGGGCTAGAGCTGGCCAATGGTATCAAAGTACTTCTTATCAGTGATCCCACCACGGATA 
AGTCATCAGCAGCACTTGATGTGCACATAGGTTCATTGTCGGATCCTCCAAATATTGCTGGCTTA 
AGTCATTTTTGTGAACATATGCTTTTTTTGGGAACAAAGAAATACCCTAAAGAAAATGAATACAG 
CCAGTTTCTCAGTGAGCATGCAGGAAGTTCAAATGCCTTTACTAGTGGAGAGCATACCAATTACT 



23 



ATTTTGATGTTTCTCATGAACACCTAGAAGGTGCCCTAGACAGGTTTGCACAGTTTTTTCTGTGC 
CCCTTGTTCGATGAAAGTTGCAAAGACAGAGAGGTGAATGCAGTTGATTCAGAACATGAGAAGAA 
TGTGATGAATGATGCCTGGAGACTCTTTCAATTGGAAAAAGCTACAGGGAATCCTAAACACCCCT 
TCAGTAAATTTGGGACAGGTAACAAATATACTCTGGAGACTAGACCAAACCAAGAAGGCATTGAT 
GTAAGACAAGAGCTACTGAAATTCCATTCTGCTTACTATTCATCCAACTTAATGGCTGTTTGTGT 
TTTAGGTCGAGAATCTTTAGATGACTTGACTAATCTGGTGGTAAAGTTATTTTCTGAAGTAGAGA 
ACAAAAATGTTCCATTGCCAGAATTTCCTGAACACCCTTTCCAAGAAGAACATCTTAAACAACTT 
TACAAAATAGTACCCATTAAAGATATTAGGAATCTCTATGTGACATTTCCCATACCTGACCTTCA 
GAAATACTACAAATCAAATCCTGGTCATTATCTTGGTCATCTCATTGGGCATGAAGGTCCTGGAA 
GTCTGTTATCAGAACTTAAGTCAAAGGGCTGGGTTAATACTCTTGTTGGTGGGCAGAAGGAAGGA 
GCCCGAGGTTTTATGTTTTTTATCATTAATGTGGACTTGACCGAGGAAGGATTATTACATGTTGA 
AGATATAATTTTGCACATGTTTCAATACATTCAGAAGTTACGTGCAGAAGGACCTCAAGAATGGG 
TTTTCCAAGAGTGCAAGGACTTGAATGCTGTTGCTTTTAGGTTTAAAGACAAAGAGAGGCCACGG 
GGCTATACATCTAAGATTGCAGGAATATTGCATTATTATCCCCTAGAAGAGGTGCTCACAGCGGA 
ATATTTACTGGAAGAATTTAGACCTGACTTAATAGAGATGGTTCTCGATAAACTCAGACCAGAAA 
ATGTCCGGGTTGCCATAGTTTCTAAATCTTTTGAAGGAAAAACTGATCGCACAGAAGAGTGGTAT 
GGAACCCAGTACAAACAAGAAGCTATACCGGATGAAGTCATCAAGAAATGGCAAAATGCTGACCT 
G AAT G G G AAAT T T AAAC T T C C T AC AAAG AAT G AAT T T AT T C C T AC G AAT T T T G AG AT T T T AC C G T 
TAGAAAAAGAGGCGACACCATACCCTGCTCTTATTAAGGATACAGCTATGAGCAAACTTTGGTTC 
AAACAAGATGATAAGTTTTTTTTGCCGAAGGCTTGTCTCAACTTTGAATTTTTCAGCCCATTTGC 
TTATGTGGACCCCTTGCACTGTAACATGGCCTATTTGTACCTTGAGCTCCTCAAAGACTCACTCA 
ACGAGTATGCATATGCAGCAGAGCTAGCAGGCTTGAGCTATGATCTCCAAAATACCATCTATGGG 
ATGTATCTTTCAGTGAAAGGTTACAATGACAAGCAGCCAATTTTACTAAAGAAGATTATTGAGAA 
AATGGCTACCTTTGAGATTGATGAAAAAAGATTTGAAATTATCAAAGAAGCATATATGCGATCTC 
TTAACAATTTCCGGGCTGAACAGCCTCACCAGCATGCCATGTACTACCTCCGCTTGCTGATGACT 
GAAGTGGCCTGGACTAAAGATGAGTTAAAAGAAGCTCTGGATGATGTAACCCTTCCTCGCCTTAA 
GGCCTTCATACCTCAGCTCCTGTCACGGCTGCACATTGAAGCCCTTCTCCATGGAAACATAACAA 
AGCAGGCTGCATTAGGAATTATGCAGATGGTTGAAGACACCCTCATTGAACATGCTCATACCAAA 
CCTCTCCTTCCAAGTCAGCTGGTTCGGTATAGAGAAGTTCAGCTCCCTGACAGAGGATGGTTTGT 
TTATCAGCAGAGAAATGAAGTTCACAATAACTGTGGCATCGAGATATACTACCAAACAGACATGC 
AAAGCACCTCAGAGAATATGTTTCTGGAGCTCTTCTGTCAGATTATCTCGGAACCTTGCTTCAAC 
ACCCTGCGCACCAAGGAGCAGTTGGGCTATATCGTCTTCAGCGGGCCACGTCGAGCTAATGGCAT 
ACAGGGCTTGAGATTCATCATCCAGTCAGAAAAGCCACCTCACTACCTAGAAAGCAGAGTGGAAG 
CTTTCTTAATTACCATGGAAAAGTCCATAGAGGACATGACAGAAGAGGCCTTCCAAAAACACATT 
CAGGCATTAGCAATTCGTCGACTAGACAAACCAAAGAAGCTATCTGCTGAGTGTGCTAAATACTG 
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GGGAGAAATCATCTCCCAGCAATATAATTTTGACAGAGATAACACTGAGGTTGCATATTTAAAGA 
CACTTACCAAGGAAGATATCATCAAATTCTACAAGGAAATGTTGGCAGTAGATGCTCCAAGGAGA 
CATAAGGTATCCGTCCATGTTCTTGCCAGGGAAATGGATTCTTGTCCTGTTGTTGGAGAGTTCCC 
ATGTCAAAATGACATAAATTTGTCACAAGCACCAGCCTTGCCACAACCTGAAGTGATTCAGAACA 
TGACCGAATTCAAGCGTGGTCTGCCACTGTTTCCCCTTGTGAAACCACATATTAACTTCATGGCT 
GCAAAACTCTGAAGATTCCCCATGCATGGGAAAGTGCAAGTGGATGCATTCCTGAGTCTTCCAGA 
GCCTAAGAAAATCATCTTGGCCACTTTAATAGTTTCTGATTCACTATTAGAGAAACAAACAAAAA 
ATTGTCAAATGTCATTATGTAGAAATATTATAAATCCAAAGTAAATTACAAAATCTTATAGATGT 
AGAATATTTTTTAAATACATGCCTCTTAAATATTTTAAAATTTTTCTTTTGATTACTGAGAGAAA 
TTTCCCCAATATAACAATGCTTAAAATGAATGATATTCCTATAGAATCTTCCTTCCCTATTCTGT 
AAAATAGTCACTTGTCCGAAGAAAGTTAAAAGTTAGCTCTTTTCTAAAAGCCTCCTAGCTTGACA 
TAGAAGGCTTCACAACATTTAGAAAGGTAATAACTTTTTAAAAATTGATCCTCAAATTTGCTTTC 
TACTTGATGGTTTCATGTAAATCAGTGGAAAACATTACATTTGGCAGATGATAAAGCAATGTCAT 
CTTTTATTAGTGAAATGCTGGTTATATAAGGCATGGTTTTAATCTTTTTATAAAATTTGAACATG 
TTTTTTATGCCAACTCGTAAAATGCTAGAAAACCCTACTTATTTACAATGCTAGAAATACAGACT 
TACCTTACATCAATTTTGTCCTAAACCGAATTTCTCAGGATTACTGTGGTTTCTTTCATTCTGAT 
TGAATTATATTGACCTACTTCTTCATAGTTGGTTTGCAGTGTTCCATGAGTTTTACTTTTCCTCA 
TCAACATATTGCTTTAACACAACATATTTATTTAACACGTACAAATAGGGTCAACTTCAGATCCT 
ACTGAGTGTGTGACATGCTTTTCCAACATCAGCTTTTTGTAACCACCTGTATAACTTTTTATTAC 
AGTGAAATTGCAGTCAGTATGTGAACCAAAATATCTTGCCCCTTTATGAATTTAAAAGGCAGCCA 
ATACAAAGCCACCTTTTTGGAAATATAAAAAGTAAAGCCTTGCATTCTTATATAGCAGGTCTTCA 
TAAAACTCTAAAATCCCTTGTTGCTACCAGTCTAATCTTGCCTTAAATGTTAAGTTATTTTTTGA 
AT AT AT AAAT AT AAAC AT AT AAAC AC AG AT GAT G AC T G GAG TAG AC T T T T AAAAAAAT AT T T T T T 

TCATGAGATACTATTTTAGGTGAAATTGTTACTGTAGATTTAACAGCTGTTTTGAAATATTTACT 
GTTATTAAAACTTGCTTCAAGAGAAATTGTGAATATATTTCCATATACAAGCACTAGTAACAGTA 
AGTGGCCCTGTCATCCACTAACTCAGGCAAAGTAAAGAATGGCATTTTTGAAGGACATTTTACCT 
CCCCATATGATTTGATTGGCTAGGACTTTCTTCTGTAAAGTCATACCTTTTCACATCTTAAGTTT 
TTACATTTGCCATTTTCCAAATCTCAATTTTGGGCAAGAACGATATAGTCACAACTATGGGGCTG 
CTTTCAAAAGCGGGGCTCCATTTCTACTGTCAGATCAATGTGGTGCTGTAACCATCTTTTTATCC 
CTACCTTCAAGAACCTCCTTATATGAAGCCTGTCTTTATCCATCAGAAGGTGTGTGAAATCATCA 
CTTCCTTCTGGTTTTATGTATTTGTAGACTATGCAGCTTTTCATTAAACTGCAAGTATATACAAG 
ACAGATCTGAAATTAGGCCTGAGTGTTCCGATCCACCACTGTACTAGTAAATAAAAATCCACCTA 
CCTTTTATGTGGAAAATTATGTGCTATTGAGTAACTTTTAGCTCTTTTTTAAAAAATGGGTGAAA 
TTTAAGTGTCTTTTTTATGAGAATGACACATGAAGAGATCTGAGAGCAATCTCATGTAGTCTTCC 
ATGAACCTGCAATTGTTTGGTATGCGTCAGCATTTTCCAATTTCCAGGTTGGATCTAGAGCTGCT 
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GTTGATCACTCAGGCATACTAATGGATTCATTTAGATGGGTCCAAGCTGCAGTCCATGAGCAATA 
ACAGACTACCCCAGATACTGCAGTTTACGCAGTGCTTAGTAAATGAGATTTGTGGAACTAAGTTA 
TTAGTTACCTGAGGCTTCTTAAGAAAGTCTTCTTTTTTGACCAGTTGATGTGAAAGAGGGAGCAT 
GTGACACAGCCAGTATGGTGGAGTGCTAGGGTTATCCTGTTTACAATAAATCGCCTGAATTTCA 

SEQUENCE ID NO 28 

RRAGSKRKQEAFAVIPATALANAVPASVASAPRTAQHLPLSPRRPPAASGAPVWELPGCFSKQRH 

YFAFPPAVCENSNFSISLTTLAICTFVISHPGGYEVVSHWNFDFHFPDDHCKSFKIYSLGRACWL 

MPVIPALWEDEAGGSPAVQEFRTSLTNKLLHVASESYAVKRFKQFFCLSLPSSWDYSFQKKTYSK 

MNNPAIKRIGNHITKSPEDKREYRGLELANGIKVLLISDPTTDKSSAALDVHIGSLSDPPNIAGL 

SHFCEHMLFLGTKKYPKENEYSQFLSEHAGSSNAFTSGEHTNYYFDVSHEHLEGALDRFAQFFLC 

PLFDESCKDREVNAVDSEHEKNVMNDAWRLFQLEKATGNPKHPFSKFGTGNKYTLETRPNQEGID 

VRQELLKFHSAYYSSNLMAVCVLGRESLDDLTNLVVKLFSEVENKNVPLPEFPEHPFQEEHLKQL 

YKIVPIKDIRNLYVTFPIPDLQKYYKSNPGHYLGHLIGHEGPGSLLSELKSKGWVNTLVGGQKEG 

ARGFMFFIINVDLTEEGLLHVEDIILHMFQYIQKLRAEGPQEWVFQECKDLNAVAFRFKDKERPR 

GYTSKIAGILHYYPLEEVLTAEYLLEEFRPDLIEMVLDKLRPENVRVAIVSKSFEGKTDRTEEWY 

GTQYKQEAIPDEVIKKWQNADLNGKFKLPTKNEFIPTNFEILPLEKEATPYPALIKDTAMSKLWF 

KQDDKFFLPKACLNFEFFSPFAYVDPLHCNMAYLYLELLKDSLNEYAYAAELAGLSYDLQNTIYG 

MYLSVKGYNDKQPILLKKIIEKMATFEIDEKRFEIIKEAYMRSLNNFRAEQPHQHAMYYLRLLMT 

EVAWTKDELKEALDDVTLPRLKAFIPQLLSRLHIEALLHGNITKQAALGIMQMVEDTLIEHAHTK 

PLLPSQLVRYREVQLPDRGWFVYQQRNEVHNNCGIEIYYQTDMQSTSENMFLELFCQIISEPCFN 

TLRTKEQLGYIVFSGPRRANGIQGLRFIIQSEKPPHYLESRVEAFLITMEKSIEDMTEEAFQKHI 

QALAIRRLDKPKKLSAECAKYWGEIISQQYNFDRDNTEVAYLKTLTKEDIIKFYKEMLAVDAPRR 

HKVSVHVLAREMDSCPVVGEFPCQNDINLSQAPALPQPEVIQNMTEFKRGLPLFPLVKPHINFMA 
AKL 

SEQUENCE ID NO 29 

GCACGAGGGGAAAGTTGAAAAGAACTTTGAAGAGAGAGACAAGGAGAAGAAGAAGGAGAAGGAGA 
AGAAGGCTGAGGACCTGGACTTCTGGCTGTCTACCACCCCACCGCCTGCCCCCGCCCCCGCCCCC 
GCCCCCGTTCCATCCACGGGGGAGCTCAGTGTGAACACTGTCACTACCCCGAAGGACGAGTGTGA 
GGACGCCAAGACGGAGGCGCAGGGCGAGGAGGACGATGCCGAGGGGCAAGACCAGGACAAGAAAT 
CTCCCAAGCCTAAGAAGAAGAAGCACAGGAAGGAGAAGGAGGAGCGGACCAAAGGCAAGAAGAAG 
TCCAAGAAGCAGCCTCCAGGCAGGAGGAGGAGCAGCTCCCGCCTGAGTCCAGCTACTCCCTCCTC 
GCTGAAAATTCCTATGTTAAAATGACCTGTGACATCCGGGGCAGTCTGCAGGAGGACAGCCAGGT 
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CACTGTGGCCATCGTGCTGGAGAACAGGAGCAGCAGCATCCTCAAGGGCATGGAGCTCAGCGTGC 
TGGACTCACTCAATGCCAGGATGGCCCGGCCGCAGGGCTCCTCCGTCCACGATGGCGTCCCCGTG 
CCTTTCCAGCTGCCCCCAGGCGTCTCCAACGAAGCCCAGTATGTGTTCACCATCCAGAGCATCGT 
CATGGCGCAGAAGCTCAAGGGGACCCTGTCCTTCATTGCCAAGAATGACGAGGGTGCGACCCACG 
AGAAGCTGGACTTCAGGCTGCACTTCAGCTGCAGCTCCTACTTGATCACCACTCCCTGCTACAGT 
GACGCCTTTGCTAAGTTGCTGGAGTCTGGGGACTTGAGCATGAGCTCAATCAAAGTCGATGGCAT 
TCGGATGTCCTTCCAGAATCTTCTGGCGAAGATCTGTTTTCACCACCATTTTTCCGTTGTGGAGC 
GAGTGGACTCCTGCGCCTCCATGTACAGCCGCTCCATCCAGGGCCACCATGTCTGCCTCCTGGTG 
AAAAAGGGTGAGAACTCTGTCTCAGTCGACGGGAAGTGCAGTGACTCCACGCTACTGAGCAACTT 
GTTAGAAGAGATGAAGGCGACGCTGGCCAAGTGTTGAGAGCTGCCTGCGAGCCCCGCACCACCCC 
GCGGAGCACGTACCCAGGGACCGCAGCCCTGACGTGTCTCGCCTCTCCTCAGTCGTGTGTACTGT 
ACCCAAGCCTGAGTGTTAATTTAACTCTATGTTGTCCGCCGTGTAGACATCCGAGGTCATTTGTT 
GCGTTGAATTATCTGACCATCCTTTTTTACTGTGACTCTTCCCATTCTCTTTGGCAAGAAGTCCC 
CTTCTCGCCCCCAAACCAGCAAGGGACTCCCCCACCTGGGTCTGTGCCCTGCCCCGCGCTGGGGG 
CCGAGTCCTTGAATGTGGCTTCAGGGGCTCCTGTCCTGACGGTTGCGTCCGGGGGAGGGGAAGGA 
AGGGCCGCTGTCGCCAAGGTTTTCTCTCCCAGAACCCCGTGGGCCGCCGCGATGGCCCTCAAGAT 
GGTGAAGGGCAGCATCGACCGCATGTTCGACAAGAATCTGCAGGACTTGGTCCGCGGCATCCGTA 
ACCACAAGGAGGACGAGGCAAAATACATATCTCAGTGCATTGATGAGATCAAGCAGGAGCTGAAG 
CAGGACAACATCGCGGTGAAGGCGAACGCGGTCTGCAAGCTGACGTATTTACAGATGTTGGGATA 
CGACATCAGCTGGGCCGCCTTCAACATCATAGAAGTGATGAGTGCCTCCAAGTTCACCTTCAAGC 
GAATTGGCTACCTCGCTGCTTCCCAGAGCTTTCACGAAGGCACCGACGTCATCATGCTGACCACC 
AATCAGATCCGTAAGGACTTGAGCAGCCCCAGCCAGTACGACACAGGTGTTGCACTGACGGGTCT 
GTCCTGCTTCGTCACCCCAGACCTTGCCAGAGACCTGGCAAATGACATCATGACACTGATGTCAC 
ACACCAAGCCCTACATCAGGAAGAAGGCTGTGCTGATCATGTACAAGGTGTTCCTGAAGTACCCC 
GAGTCGCTGCGCCCTGCCTTTCCCCGGCTGAAGGAGAAGCTGGAGGACCCCGACCCCGGGGTTCA 
GTCGGCTGCCGTCAATGTCATCTGCGAGCTGGCCAGACGCAACCCTAAGAACTACCTGTCCCTGG 
CCCCGCTCTTTTTCAAGCTGATGACGTCCTCCACCAACAACTGGGTCCTCATCAAGATCATCAAG 
CTGTTCGGTGCTCTTACTCCTTTGGAACCGCGGCTGGGCAAGAAGCTGATCGAGCCCCTCACCAA 
TCTCATCCACAGCACGTCTGCCATGTCTCTCCTCTATGAATGTGTGAACACCGTGATTGCAGTGC 
TCATCTCGCTGTCCTCCGGCATGCCCAACCACAGCGCCAGCATCCAGCTTTGTGTTCAGAAATTA 
AGGATATTGATCGAGGACTCCGATCAGAACTTGAAGTACCTGGGGCTGCTGGCAATGTCCAAGAT 
CCTGAAGACCCACCCCAAGTCCGTGCAGTCCCACAAGGACCTCATCCTGCAGTGCCTGGACGACA 
AGGACGAGTCCATCCGGCTGCGGGCCCTGGACCTGCTCTATGGGATGGTGTCCAAGAAGAACCTG 
ATGGAGATCGTGAAGAAGCTGATGACCCACGTAGACAAGGCAGAGGGTACCACCTACCGTGACGA 
GCTGCTCACCAAGATCATTGACATCTGCAGCCAGTCCAACTACCAGTACATCACCAACTTCGAGT 
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GGTACATCAGCATCCTGGTGGAGCTGACCCGGCTGGAGGGCACACGGCACGGCCACCTCATCGCC 
GCCCAAATGCTGGACGTGGCCATCCGCGTGAAGGCCATCCGCAAGTTCGCCGTGTCCCAGATGTC 
TGCGCTGCTTGACAGTGCACACCTGCTGGCCAGCAGCACCCAGCGGAACGGGATCTGTGAGGTGC 
TGTACGCTGCCGCCTGGATCTGCGGGGAGTTCTCAGAGCATCTGCAGGAACCACACCACACTTTG 
GAGGCCATGCTGCGGCCCAGAGTCACCACGCTGCCAGGCCACATCCAGGCCGTGTATGTGCAGAA 
CGTGGTCAAGCTCTACGCCTCCATCCTGCAGCAGAAGGAGCAGGCCGGGGAGGCAGAGGGCGCTC 
AGGCCGTCACCCAGCTCATGGTGGACCGGCTGCCCCAGTTTGTGCAGAGCGCAGACCTGGAGGTG 
CAGGAGCGGGCGTCCTGCATCCTGCAGCTGGTCAAGCACATCCAGAAGCTTCAGGCCAAGGACGT 
GCCTGTGGCAGAGGAGGTCAGCGCTCTCTTTGCTGGGGAGCTGAACCCAGTGGCCCCCAAGGCCC 
AGAAGAAGGTTCCAGTCCCCGAAGGCCTGGACCTGGACGCCTGGATCAATGAGCCACTCTCGGAC 
AGCGAGTCAGAGGACGAGAGGCCCAGGGCCGTCTTCCACGAGGAGGAGCAGCGGCGTCCCAAGCA 
CCGGCCGTCGGAGGCGGACGAGGAAGAGCTGGCTCGGCGCCGAGAGGCCCGGAAGCAGGAGCAGG 
CCAACAACCCCTTCTACATCAAGAGCTCGCCATCGCCACAGAAGCGGTACCAGGACACCCCGGGC 
GTGGAGCACATTCCCGTGGTGCAGATTGACCTCTCCGTCCCCTTGAAGGTTCCAGGGCTGCCTAT 
GTCAGATCAGTATGTGAAGCTGGAGGAGGAGCGGCGGCACCGGCAGAAGCTGGAGAAGGACAAGA 
GGAGGAAAAAGAGGAAGGAGAAGGAGAAGAAGGGCAAGCGCCGCCACAGCTCGCTGCCCACGGAG 
AGCGACGAGGACATCGCCCCTGCCCAGCAGGTGGACATCGTCACAGAGGAGATGCCTGAGAATGC 
TCTGCCCAGCGACGAGGATGACAAAGACCCCAACGACCCCTACAGGGCTCTGGATATTGACCTGG 
ATAAGCCCTTAGCCGACAGCGAGAAACTGCCTATTCAGAAACACAGAAACACCGAGACCTCAAAA 
TCCCCTGAGAAGGACGTTCCCATGGTAGAAAAGAAGAGCAAGAAACCCAAGAAGAAAGAGAAAAA 
ACACAAAGAGAAAGAGAGAGACAAGGAGAAGAAGAAGGAGAAGGAGAAGAAGCTGAGGACCTGGA 
CTTCTGGCTGTCTACCACCCTGGGATTCCTGAGGCCCGATGGACAAGGGACCTCAAAGATGGAAA 
AGAGATCGACGCGCTCGACAAGAGCACTGAGAGAGAGCACGGCGTAAGGAACGAAGGCTCTCACG 
GCAGCAGGAGACCGCTGAATGACCTGGACGTCTCTGAACTTGGGCAACACCGGCGCTAGCGACAA 
TGACGACATCATAGAGTGGAAACCCAAGCCACACAACAAAGAACCGAACGGATGGGGGACACACA 
CGGGATCGGGGAATATGCCTACACGGCAGCCCTCATGCCGCAGACGCGAGCAGCCAACCACACAA 
GAAAGGGAAAGACAAAAACGAGAGGCCAACTAGAAACGTCAGGCACAAGCGCGCCCGGAACAGAG 
GAGACCACACACACACATGCCCGAGATAGGCGAGAATAGAAAGCACCAAGATCCCGAGAAAACGC 
AAGCCAGTCGGAGGAAGGAGGGCAGCACGACAAGGCAGACGCGCGGGCAACTCACACGTTACATC 
ATCCGCCAAGAGAGACAAGGGTGGCGCAAGCTCCATGATAGAGCACGAACGACCGCACGAAGAGT 
ACGCAGCAACACCAGGGACAGTAGCCGCCGAGTACGCCATAAGAGTGGAGGCAGGACAGAGATAT 
AGTCGAGAAACCAGCGAGGGCGA 

SEQUENCE ID NO 30 
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HEGKVEKNFEERDKEKKKEKEKKAEDLDFWLSTTPPPAPAPAPAPVPSTGELSVNTVTTPKDECE 
DAKTEAQGEEDDAEGQDQDKKSPKPKKKKHRKEKEERTKGKKKSKKQPPGQEEEQLPPESSYSLL 
AENSYVKMTCDIRGSLQEDSQVTVAIVLENRSSSILKGMELSVLDSLNARMARPQGSSVHDGVPV 
PFQLPPGVSNEAQYVFTIQSIVMAQKLKGTLSFIAKNDEGATHEKLDFRLHFSCSSYLITTPCYS 
DAFAKLLESGDLSMSSIKVDGIRMSFQNLLAKICFHHHFSVVERVDSCASMYSRSIQGHHVCLLV 
KKGENSVSVDGKCSDSTLLSNLLEEMKATLAKCVRAACEPRTTPRSTYPGTAALTCLASPQSCVL 
YPSLSVNLTLCCPPCRHPRSFVALNYLTILFYCDSSHSLWQEVPFSPPNQQGTPPPGSVPCPALG 
AESLNVASGAPVLTVASGGGEGRAAVAKVFSPRTPWAAAMALKMVKGSIDRMFDKNLQDLVRGIR 
NHKE DEAKYI SQC I DE I KQELKQDN I AVKANAVCKLT YLQMLGYDI SWAAFN 1 1 EVMSAS KFT FK 

RIGYLAASQSFHEGTDVIMLTTNQIRKDLSSPSQYDTGVALTGLSCFVTPDLARDLANDIMTLMS 
HTKPYIRKKAVLIMYKVFLKYPESLRPAFPRLKEKLEDPDPGVQSAAVNVICELARRNPKNYLSL 
APLFFKLMTSSTNNWVLIKIIKLFGALTPLEPRLGKKLIEPLTNLIHSTSAMSLLYECVNTVIAV 
LISLSSGMPNHSASIQLCVQKLRILIEDSDQNLKYLGLLAMSKILKTHPKSVQSHKDLILQCLDD 
KDESIRLRALDLLYGMVSKKNLMEIVKKLMTHVDKAEGTTYRDELLTKIIDICSQSNYQYITNFE 
WYISILVELTRLEGTRHGHLIAAQMLDVAIRVKAIRKFAVSQMSALLDSAHLLASSTQRNGICEV 
LYAAAWICGEFSEHLQEPHHTLEAMLRPRVTTLPGHIQAVYVQNVVKLYASILQQKEQAGEAEGA 
QAVTQLMVDRLPQFVQSADLEVQERASCILQLVKHIQKLQAKDVPVAEEVSALFAGELNPVAPKA 
QKKVPVPEGLDLDAWINEPLSDSESEDERPRAVFHEEEQRRPKHRPSEADEEELARRREARKQEQ 
ANNPFYIKSSPSPQKRYQDTPGVEHIPVVQIDLSVPLKVPGLPMSDQYVKLEEERRHRQKLEKDK 
RRKKRKEKEKKGKRRHSSLPTESDEDIAPAQQVDIVTEEMPENALPSDEDDKDPNDPYRALDIDL 
DKPLADSEKLPIQKHRNTETSKSPEKDVPMVEKKSKKPKKKEKKHKEKERDKEKKKEKEKKLRTW 
TSGFYHPGIPEARWTRDLKDGKEIDALDKSTEREHGVRNEGSHGSRRPLNDLDVSELGQHRRYDN 
DDIIEWKPKPHNKEPNGWGTHTEIGEYAYTAALMPQTRAANHSKKGKDKNERPTRNVRHKRARNR 

GDHTHTVPEIGENRKHQDPEKTQASRRKEGSTTRQTRGQLTRYIIPKRDKGGASSMIEHERPHEE 
YAAT PGT VAAE YAI RVEAGQRYSRET SEG 

SEQUENCE ID NO 31 

TGGTTAGATCCCTCAACGCTTTATACTTCCTCATCTGCCTCCAAAAATAACTAAACATGGGCAAA 
GGAGATCCTAAGAAGCCGAGAGGCAAAATGTCATCATATGCATTTTTTGTGCAAACTTGTCGGGA 
GGAGCATAAGAAGAAGCACCCAGATGCTTCAGTCAACTTCTCAGAGTTTTCTAAGAAGTGCTCAG 
AGAGGTGGAAGACCATGTCTGCTAAAGAGAAAGGAAAATTTGAAGATATGGCAAAAGCGGACAAG 
GCCCGTTATGAAAGAGAAATGAAAACCTATATCCCTCCCAAAGGGGAGACAAAAAAGAAGTTCAA 
GGATCCCAATGCACCCAAGAGGCCTCCTTCGGCCTTCTTCCTCTTCTGCTCTGAGTATCGCCCAA 
AAATCAAAGGAGAACATCCTGGCCTGTCCATTGGTGATGTTGCGAAGAAACTGGGAGAGATGTGG 
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AATAACACTGCTGCAGATGACAAGCAGCCTTATGAAAAGAAGGCTGCGAAGCTGAAGGAAAAATA 
CGAAAAGGATATTGCTGCATATCGAGCTAAAGGAAAGCCTGATGCAGCAAAAAAGGGAGTTGTCA 
AGGCTGAAAAAAGCAAGAAAAAGAAGGAAGAGGAGGAAGATGAGGAAGATGAAGAGGATGAGGAG 
GAGGAGGAAGATGAAGAAGATGAAGATGAAGAAGAAGATGATGATGATGAATAAGTTGGTTCTAG 
CGCAGTTTTTTTTTTCTTGTCTATAAAGCATTTAACCCCCCTGTACACAACTCACTCCTTTTAAA 
GAAAAAAATTGAAATGTAAGGCTGTGTAAGATTTGTTTTTAAACTGTACAGTGTCTTTTTTTGTA 
TAGTTAACACACTACCGAATGTGTCTTTAGATAGCCCTGTCCTGGTGGTATTTTCAATAGCCACT 
AACCTTGCCTGGTACAGTATGGGGGTTGTAAATTGGCATGGAAATTTAAAGCAGGTTCTTGTTGG 
TGCACAGCACAAATTAGTTATATATGGGGATGGTAGTTTTTTCATCTTCAGTTGTCTCTGATGCA 
GCTTATACGAAATAATTGTTGTTCTGTTAACTGAATACCACTCTGTAATTGCAAAAAAAAAAAAA 
AGTTGCAGCTGTTTTGTTGACATTCTGAATGCTTCTAAGTAAATACAATTTTTTTTATTAGTATT 
GTTGTCCTTTTCATAGGTCTGAAATTTTTCTTCTTGAGGGGAAGCTAGTCTTTTGCTTTTGCCCA 
T T T T G AAT C AC AT G AAT T AT T AC AG T G T T TAT CC T T T C AT AT AGT T AG C T AAT AAAAAG C T T T T G 

TCTACACACCCTGCATATCATAATGGGGGTAAAGTTAAGTTGAGATAGTTTTCATCCATAACTGA 
ACATCCAAAATCTTGATCAGTTAAGAAATTTCACATAGCCCACTTACATTTACAAACTGAAGAGT 
AAT C AAT C T AC T C AAAG CAT G G GAT TAT TAG AAT C AAAC AT T T T G AAAG TCTGTCCTT G AAG G AC 

TAATAGAAAAGTATGTTCTAACCTTTACATGAGGACTCTATTCTTTAACTCCCATTACCATGTAA 
TGGCAGTTATATTTTGCAGTTCCCACATTAAAGAAGACCTGAGAATGTATCCCCAAAAGCGTGAG 
C T T AAAAT AC AAG AC T GC C AT AT T AAAT TTTTTGTT G AC AT T AGT C T C AG T G AAG AC TAT G AAAA 

TGCTGGCTATAGATGTCTTTTCCCATTTATCTAAATATGGACTGCTCAGGAAACGAGACTTTCCA 
TTACAAGTATTTTTAATTAATTGGGCCAGCTTTTCAAACAAAGATGCCACATTCAAAATAGGGTA 
TATTTTCCTATATTACGGTTTGCCCCTTTATAAATCCAAGTAGATAGGAAGAAAGAAGACAAACT 
TTGCATCTCAGTATGAATTATTCAATTTATTTGAATGATTTTTCTTTACAAAACAAACTCATTCA 
TTAGTCATGTTTATCTGCTTAGGAGTTTAGGGAACAATTTGGCAATTTTGTGGTTTTCGAGATTA 
TCGTTTTCTTAAAGTGCCAGTATTTTAAAATAGCGTTCTTGTAATTTTACACGCTTTTGTGATGG 
AGTGCTGTTTTGTTATATAATTTAGACTTGGATTCTTTCCATTTGCATTTGTTTATGTAATTTCA 
GGAGGAATACTGAACATCTGAGTCCTGGATGATACTAATAAACTAATAATTGCAGAGGTTTTAAA 
TACTAGTTAAATGGCTTTCACTTAAGAACTTAAGATTTTGTTACATATTTTTAAATCTTGTTTCT 
AATAATACCTCTTAGCAGTACCTTTTAAATAAGTATAAGGGATGGCAAAGTTTTTCCCTTTAAAA 
ATACTCACTTTATGCTTATAAATAGGTTAATGGGCTGATAAAAGGTTTTGTCAAACATTGCAAGT 
ATTCGGTGCTATATATAAAGGAGGAAAAACTAGTTTTACTTTCAGAATGATTTAAACAAGATTTT 
TAAAAACAAGATACATGCAAGCGAACAGCAGGGTTAGTGATAGGCTGCAATTGTGTCGAACATCA 
GATTTTTTGTTAAGAGGAGCAAATGACTCAATCTGATTTAGATGGAAGTTTCTACTGTATAGAAA 
TCACCATTAATCACCAACATTAATAATTCTGATCCATTTAAAATGAATTCTGGCTCAAGGAGAAT 
TTGTAACTTTAGTAGGTACGTCATGACAACTACCATTTTTTTAAGATGTTGAGAATGGGAACAGT 
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TTTTTTAGGGTTTATTCTTGACCACAGATCTTAAGAAAATGGACAAAACCCCTCTTCAATCTGAA 

GATTAGTATGGTTTGGTGTTCTAACAGTATCCCCTAGAAGTTGGATGTCTAAAACTCAAGTAAAT 

GGAAGTGGGAGGCAATTTAGATAAGTGTAAAGCCTTGTAACTGAAGATGATTTTTTTTAGAAAGT 

GTATAGAAACTATTTTAATGCCAAGATAGTTACAGTGCTGTGGGGTTTAAAGACTTTGTTGACAT 

CAAGAAAAGACTAAATCTATAATTAATTGGGCCAACTTTTAAAATGAAGATGCTTTTTAAAACTA 

ATGAACTAAGATGTATAAATCTTAGTTTTTTTGTATTTTAAAGATAGGCATATGGCATATTGATT 

AACGAGTCAAATTTCCTAACTTTGCTGTGCAAAGGTTGAGAGCTATTGCTGATTAGTTACCACAG 

TTCTGATGATCGTCCCATCACAGTGTTGTTAATGTTTGCTGTATTTATTAATTTTCTTAAAGTGA 

AATCTGAAAAATGAAATTTGTGTGTCCTGTGTACCCGAGGGGTAATGATTAAATGATAAAGATAA 

GAAAAGCGCCCATGTAACACAAACTGCCATTCAACAGGTATTTCCCTTACTACCTAAGGAATTGT 

AACCATTGCTCAGACATTGTAGGATTTAACTATGTTGAAAACTACAGGAGAGGCCGGGCGCAGTG 

GCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGCAGATCACGAGGTCAGGAGATTG 

AGACCATCCTGGCTAACGTGGTGAAACCCCGCCTCTACTAAAAATACAAAAAATTAGCCAAGCGT 

GGTGCTGGGCGCCTGTAGTCCCAGTAACTCAGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGG 

AGGCGGAGGTTGCAGTGAGCCGAGATTGTGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGACT 
CCATCTC 

SEQUENCE ID NO 32 

MGKGDPKKPRGKMSSYAFFVQTCREEHKKKHPDASVNFSEFSKKCSERWKTMSAKEKGKFEDMAK 

ADKARYEREMKTYIPPKGETKKKFKDPNAPKRPPSAFFLFCSEYRPKIKGEHPGLSIGDVAKKLG 

EMWNNTAADDKQPYEKKAAKLKEKYEKDIAAYRAKGKPDAAKKGVVKAEKSKKKKEEEEDEEDEE 
DEEEEEDEEDEDEEEDDDDE 

SEQUENCE ID NO 33 

GGGGGGGGCCTGTCCCGGAGGTGGCGGCGGCGCCATCTTGGCGAAGGGGGGATCAGGAAGTGCGG 
ACCGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGACCGGAGCGCAGGCCGGAGGTCCCGGCCCGC 
CGGCCCCGGAGCGGAGGAACGGAAGGATGCAGCAGCCGCAGCCGCAGGGGCAGCAGCAGCCGGGG 
CCGGGGCAGCAGCTGGGGGGCCAGGGGGCGGCGCCGGGGGCCGGGGGCGGCCCAGGGGGGGGCCC 
GGGGCCGGGGCCCTGCCTGAGGCGAGAGCTGAAGCTGCTCGAGTCCATCTTCCACCGCGGCCACG 
AGCGCTTCCGCATTGCCAGCGCCTGCCTGGACGAGCTGAGCTGCGAGTTCCTGCTGGCTGGGGCC 
GGAGGGGCCGGGGCGGGGGCCGCGCCCGGACCGCATCTCCCCCCACGGGGGTCGGTGCCTGGGGA 
TCCTGTCCGCATCCACTGCAACATCACGGAGTCATACCCTGCTGTGCCCCCCATCTGGTCGGTGG 
AGTCTGATGACCCTAACTTGGCTGCTGTCTTGGAGAGGCTGGTGGACATAAAGAAAGGGAATACT 
CTGCTATTGCAGCATCTGAAGAGGATCATCTCCGACCTGTGTAAACTCTATAACCTCCCTCAGCA 
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TCCAGATGTGGAGATGCTGGATCAACCCTTGCCAGCAGAGCAGTGCACACAGGAAGACGTGTCTT 
CAGAAGATGAAGATGAGGAGATGCCTGAGGACACAGAAGACTTAGATCACTATGAAATGAAAGAG 
GAAGAGCCAGCTGAGGGCAAGAAATCTGAAGATGATGGCATTGGAAAAGAAAACTTGGCCATCCT 
AGAGAAAATTAAAAAGAACCAGAGGCAAGATTACTTAAATGGTGCAGTGTCTGGCTCGGTGCAGG 
CCACTGACCGGCTGATGAAGGAGCTCAGGGATATATACCGATCACAGAGTTTCAAAGGCGGAAAC 
TATGCAGTCGAACTCGTGAATGACAGTCTGTATGATTGGAATGTCAAACTCCTCAAAGTTGACCA 
GGACAGCGCTTTGCACAACGATCTCCAGATCCTCAAAGAGAAAGAAGGAGCCGACTTCATTCTAC 
TTAACTTTTCCTTTAAAGATAACTTTCCCTTTGACCCACCATTTGTCAGGGTTGTGTCTCCAGTC 
CTCTCTGGAGGGTATGTTCTGGGCGGAGGGGCCATCTGCATGGAACTTCTCACCAAACAGGGCTG 
GAGCAGTGCCTACTCCATAGAGTCAGTGATCATGCAGATCAGTGCCACACTGGTGAAGGGGAAAG 
CACGAGTGCAGTTTGGAGCCAACAAATCTCAATACAGTCTGACAAGAGCACAGCAGTCCTACAAG 
TCCTTGGTGCAGATCCACGAAAAAAACGGCTGGTACACACCCCCAAAAGAAGACGGCTAACCCTG 
GGCAGAGCACAGCATCGTCGGGACCAGACTCGTCTCAGGCCAGTTGCAGCCTTCTCAGCCAAACG 
CCGACCAAGGACAAACTCACTACCATGAGAATTGCAGTGATTTGCTTTTGCCTCCTAGGCATCAC 
CTGTGCCATACCAGTTAAACAGGCTGATTCTGGAAGTTCTGAGGAAAAGCAGCTTTACAACAAAT 
ACCCAGATGCTGTGGCCACATGGCTAAACCTGACCCATCTCAGAAGCGCGCGG 

SEQUENCE ID NO 34 

GGGLSRRWRRRHLGEGGIRKCGPRRRRRRRRRRTGAQAGGPGPPAPERRNGRMQQPQPQGQQQPG 

PGQQLGGQGAAPGAGGGPGGGPGPGPCLRRELKLLESIFHRGHERFRIASACLDELSCEFLLAGA 

GGAGAGAAPGPHLPPRGSVPGDPVRIHCNITESYPAVPPIWSVESDDPNLAAVLERLVDIKKGNT 

LLLQHLKRIISDLCKLYNLPQHPDVEMLDQPLPAEQCTQEDVSSEDEDEEMPEDTEDLDHYEMKE 

EEPAEGKKSEDDGIGKENLAILEKIKKNQRQDYLNGAVSGSVQATDRLMKELRDIYRSQSFKGGN 

YAVELVNDSLYDWNVKLLKVDQDSALHNDLQILKEKEGADFILLNFSFKDNFPFDPPFVRVVSPV 

LSGGYVLGGGAICMELLTKQGWSSAYSIESVIMQISATLVKGKARVQFGANKSQYSLTRAQQSYK 
SLVQIHEKNGWYTPPKEDG 

SEQUENCE ID NO 35 

CGGTCTCTTTGCAAATGTCAATGTATTTTTTTCCTTCAATATACTGTATCTATTCCTCTATTATT 
AAGTTCTGAGCTTGCTTTACCTTGTCCGCTATTTAAAACATTCTGATTTGAAAGTATCACCAACA 
GCTTATGTGATTTTCCAAATTTCTCAAAATACAGTTGTCACCATTAGTCACATGAAGTCTGCTGC 
CGCCGCCGCAGCCGCAGCTACTGTGACTTCTCCGATTGTGTGAGCTTTGTTGGAGCCTGCGTACG 
TGGATTTATCGCTGCCACGGTCTGCGTAGCTCCAGAGGTTTAACCATAGGATAGAGAAACCAGGA 
ATGTAATGAGGAAATCAAAATGGATCCAAGTATGGGTGTGAATTCTGTTACCATTTCTGTTGAGG 
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GTATGACTTGCAATTCCTGTGTTTGGACCATTGAGCAGCAGATTGGAAAAGTGAATGGTGTGCAT 
CACATTAAGGTATCACTGGAAGAAAAAAATGCAACTATTATTTATGACCCTAAACTACAGACTCC 
AAAGACCCTACAGGAAGCTATTGATGACATGGGCTTTGATGCTGTTATCCATAATCCTGACCCTC 
TCCCTGTTTTAACTGACACCTTGTTTCTGACTGTTACGGCGTCACTGACTTTGCCATGGGACCAT 
ATCCAAAGCACATTGCTGAAGACCAAGGGTGTGACAGACATTAAAATTTACCCTCAGAAAAGAAC 
TGTAGCAGTGACAATAATCCCTTCTATAGTGAATGCCAATCAGATAAAAGAGCTGGTTCCAGAAC 
TCAGTTTAGATACTGGGACACTGGAGAAAAAGTCAGGAGCTTGTGAAGATCATAGTATGGCTCAA 
GCTGGTGAAGTCGTGCTGAAGATGAAAGTGGAAGGGATGACCTGCCATTCATGTACTAGCACTAT 
TGAAGGAAAAATTGGGAAACTGCAAGGTGTTCAGCGAATTAAAGTCTCCCTGGACAATCAAGAAG 
CTACTATTGTT TAT C AAC C T CAT C T TAT C T C AGT AG AG GAAAT GAAAAAGC AGAT T G AAGC T AT G 

GGCTTTCCAGCATTTGTCAAAAAGCAGCCCAAGTACCTCAAATTGGGAGCTATTGATGTAGAACG 
TCTAAAGAACACACCAGTTAAATCCTCAGAAGGGTCACAGCAAAGGAGTCCATCATATACCAATG 
ATTCAACAGCCACTTTCATCATTGATGGCATGCATTGTAAATCATGTGTGTCAAATATTGAAAGT 
ACTTTATCTGCACTCCAATATGTAAGCAGCATAGTAGTTTCTTTAGAGAATAGGTCTGCCATTGT 
GAAGTATAATGCAAGCTCAGTCACTCCAGAATCCCTGAGAAAAGCAATAGTGGCTGTATCACCGG 
GGCTATATAGAGTTAGTATCACAAGTGAAGTTGAGAGTACCTCAAACTCTCCCTCCAGCTCATCT 
CTTCAGAAGATTCCTTTGAATGTAGTTAGCCAGCCTCTGACACAAGAAACTGTGATAAACATTGA 
TGGCATGACTTGTAATTCCTGTGTGCAGTCTATTGAGGGTGTCATATCAAAAAAGCCAGGTGTAA 
AATCCATACGAGTCTCCCTTGCAAATAGCAATGGGACTGTTGAGTATGATCCTCTACTAACCTCT 
CCAGAAACGTTGAGAGGAGCAATAGAAGACATGGGATTTGATGCTACCTTGTCAGACACGAATGA 
GCCGTTGGTAGTAATAGCTCAGCCTTCATCGGAAATGCCGCTTCTGACTTCAACTAATGAATTTT 
ATACTAAAGGGATGACACCAGTTCAAGACAAGGAGGAAGGAAAGAATTCATCTAAGTGTTACATA 
CAGGTCACTGGCATGACTTGCGCTTCCTGTGTAGCAAACATTGAACGGAATTTAAGGCGGGAAGA 
AGGAATATATTCTATACTTGTGGCCCTGATGGCTGGCAAGGCAGAAGTAAGGTATAATCCTGCTG 
TTATACAACCCCCAATGATAGCAGAGTTCATCCGAGAACTTGGATTTGGAGCCACTGTGATAGAA 
AATGCTGATGAAGGAGATGGTGTTTTGGAACTTGTTGTGAGGGGAATGACGTGTGCCTCCTGCGT 
ACATAAAATAGAGTCTAGTCTCACAAAACACAGAGGGATCCTATACTGCTCCGTGGCCCTGGCAA 
C C AAC AAAG C AC AT AT T AAAT AT G AC C C AG AAAT TATTGGTCC T AGAG AT AT T AT C C AT AC AAT T 

GAAAGCTTAGGTTTTGAAGCTTCTTTGGTCAAGAAGGATCGGTCAGCAAGTCACTTAGATCATAA 
ACGAGAAATAAGACAATGGAGACGGTCTTTTCTTGTGAGTCTGTTTTTCTGTATTCCTGTAATGG 
GGCTGATGACATATATGATGGTTATGGACCACCACTTTGCAACTCTTCACCATAATCAAAACATG 
AGTAAAGAAGAAATGATCAACCTTCATTCTTCTATGTTCCTGGAGCGCCAGATTCTTCCAGGATT 
GTCTGTTATGAATTTGCTGTCCTTTTTATTGTGTGTACCTGTACAGTTTTTCGGAGGCTGGTACT 
TCTACATTCAGGCTTATAAAGCACTGAAGCATAAGACAGCAAATATGGACGTACTGATTGTGCTG 
GCAACCACCATTGCATTTGCCTACTCTTTGATTATTCTTCTAGTTGCAATGTATGAGAGAGCCAA 
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AGTGAACCCTATTACTTTCTTTGACACACCCCCTATGCTGTTTGTGTTTATTGCACTAGGCCGAT 
GGCTGGAACATATAGCAAAGGGCAAAACATCAGAGGCTCTTGCAAAGTTAATTTCACTACAAGCT 
ACAGAAGCAACTATTGTAACTCTTGATTCTGATAATATCCTCCTCAGTGAAGAACAAGTGGATGT 
GGAACTTGTACAACGTGGAGATATCATTAAAGTAGTTCCAGGAGGCAAATTTCCAGTGGATGGTC 
GTGTTATTGAAGGACATTCTATGGTAGATGAGTCCCTCATCACAGGGGAGGCAATGCCTGTGGCT 
AAGAAACCTGGCAGCACAGTGATTGCTGGTTCCATTAACCAGAACGGGTCACTGCTTATCTGCGC 
AACACATGTTGGAGCAGACACAACCCTTTCTCAAATTGTCAAACTTGTGGAAGAGGCACAAACAT 
CAAAGGCTCCTATCCAGCAGTTTGCAGACAAACTCAGTGGCTATTTTGTTCCTTTTATTGTTTTT 
GTTTCCATTGCCACCCTCTTGGTATGGATTGTAATTGGATTTCTGAATTTTGAAATTGTGGAAAC 
CTACTTTCCTGGCTACAATAGAAGTATCTCCCGAACAGAAACGATAATACGATTTGCTTTCCAAG 
CCTCTATCACAGTTCTGTGTATTGCATGTCCCTGTTCACTGGGACTGGCCACTCCAACTGCTGTG 
ATGGTGGGTACAGGAGTAGGTGCTCAAAATGGCATACTAATAAAAGGTGGAGAGCCATTGGAGAT 
GGCTCATAAGGTAAAGGTAGTGGTATTTGATAAGACTGGAACCATTACTCACGGAACCCCAGTGG 
TGAATCAAGTAAAGGTTCTAACTGAAAGTAACAGAATATCACACCATAAAATCTTGGCCATTGTG 
GGAACTGCTGAAAGTAACAGTGAACACCCTCTAGGAACAGCCATAACCAAATATTGCAAACAGGA 
GCTGGACACTGAAACCTTGGGTACCTGCATAGATTTCCAGGTTGTGCCAGGCTGTGGTATTAGCT 
GTAAAGTCACCAATATTGAAGGCTTGCTACATAAGAATAACTGGAATATAGAGGACAATAATATT 
AAAAATGCATCCCTGGTTCAAATTGATGCCAGTAATGAACAGTCATCAACTTCGTCTTCCATGAT 
TATTGATGCCCAGATCTCAAATGCTCTTAATGCTCAGCAGTATAAAGTCCTCATTGGTAACCGGG 
AGTGGATGATTAGAAATGGTCTTGTCATTAATAACGATGTAAATGATTTCATGACTGAACATGAG 
AGAAAAGGTCGGACTGCTGTATTAGTAGCAGTTGATGATGAGCTGTGTGGCTTGATAGCCATTGC 
AGACACAGTGAAGCCTGAAGCAGAACTGGCTATCCATATTCTGAAATCTATGGGCTTAGAAGTAG 
TTCTGATGACTGGAGACAACAGTAAAACAGCTAGATCTATTGCTTCTCAGGTTGGCATTACTAAG 
GTGTTTGCTGAAGTTCTACCTTCTCACAAGGTTGCTAAAGTGAAGCAACTTCAAGAGGAGGGGAA 
ACGGGTAGCAATGGTGGGAGATGGAATCAATGACTCCCCAGCTCTGGCAATGGCTAATGTGGGAA 
TTGCTATTGGCACAGGCACAGATGTAGCCATTGAAGCAGCTGATGTGGTTTTGATAAGGAATGAT 
CTTCTGGATGTAGTGGCAAGTATTGACTTATC7VAGAAAGACAGTCAAGAGGATTCGGATAAATTT 
TGTCTTTGCTCTAATTTATAATCTGGTTGGAATTCCCATAGCTGCTGGAGTTTTTATGCCCATTG 
GTTTGGTTTTGCAGCCCTGGATGGGATCTGCAGCAATGGCTGCTTCATCTGTTTCTGTAGTACTT 
TCTTCTCTCTTCCTTAAACTTTACAGGAAACCAACTTACGAGAGTTATGAACTGCCTGCCCGGAG 
CCAGATAGGACAGAAGAGTCCTTCAGAAATCAGCGTTCATGTTGGAATAGATGATACCTCAAGGA 
ATTCTCCTAAACTGGGTTTGCTGGACCGGATTGTTAATTATAGCAGAGCCTCTATAAACTCACTA 
CTGTCTGATAAACGCTCCCTAAACAGTGTTGTTACCAGTGAACCTGACAAGCACTCACTCCTGGT 
GGGAGACTTCAGGGAAGATGATGACACTGCATTATAAAAGGCCATGGAGAGTGCTGCCAGTTTAA 
CTTGTCATGCACTGACACAGCATTCATGATGTTACCTTCACTTTTCAAAATATTGTAGAAGGATT 
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TTTCTCATGCTCTTATATTAGGGATTCTATTTGAGTTGCGTTTATCTGTTGGCAAAAATATCTTT 
TTCAAGGCATCAGCTCTGAACCTAGCTTTATTTAAACTGAATTTCCAGTATATTTTTGTTTTCAC 
TAACAACAGATAAGGTAGAGCAGTGAGGTTTACAACAAGCCCTACAATTAGAGATTGCTGAACTG 
CTGCTAAAGTGATTTTTTTTTTATTTGACCAAAAAAAAAAAGGCCCAAGAAGAAGAAAATGAAAA 
ATTTGAAGATTTGAGAGCATGAAGATATTCATGCTTTTGAACTCAAAATATTGAAGATACTCTCA 
AGCCTGTATCCCTGCCCCACTGGGGAGCAATGACTTTCAAAGCACTGTGTATAAAACATCTAGTT 
TTAGAAGGGAAACAGTTGAAACTGTTTAAAAATAGATGTGCCTTATTTATTGCAGGCTTTCTTTC 
CCCCATTCTCCCTGCATCCTTGTCCTTGCAGGTGCTTTTTTAGATGCTCCAATATGTCTTCTTTT 
GTTATTTTCTTTCGAGCTAACCAGTTTAGGTGGTTTTTCATTGATTAAAAATAACTGACAACTGT 
TCTAATATTTTGCTCCTTTTTAAATTTTGTAGCTCAAAAGACCTTAAAGGTCTGTAGGGTTCCCT 
GCCTCCCATCTTTCCACTGTTGTAAAAAGTATATCAAATTATTCCTTCAAGTTTCCTAGCTCTGT 
GCTCAGTTTCAGTTCACTCCTGCCAAGTTGGACTCTAAGTTATTCTTCATGTAGTCTGCTGATCT 
CAGTCTGGAAACTTAACATTATGAGCCTTTTCTGCTCAAAAAATTTTCAAAGATTAAAACTATTA 
TACATATACAGGTCATATAAAATTACCTGGATTCACTAAATTTGTTTGTTGTTGTTGTTGTTGTT 
GTTGTTGTTGTTGAGACAGAGTCTTGTTTTGCAGCCCAGGCTGGAGTGCAGTGGCACCATCTTGG 
CTCACTGCAACCTCTGCCTACCGGATTCAAGGAATTCTCCCTGCCTCAGCCTCCTGAGTAGCTAG 
GATTACAGGTGCCTGCCACCACACCCGGCTAATTTTCATATTTTTCAGTAGAGACGGGGTTTCGC 
CATGTTGGCTAGCCTGGTCTTAAACTCCTAACCTCAGGTGATCCACCCGCCTTGGCCTCCCAAAG 
TGCTGGGATTACAGGTGTGAGCCTCCATGCCCAGCCTAAATTTGTATTTTTTGAATTGAGTATAA 
TCACTTTGCTAGTATATATAATTTAATAGATTTTATTTATCTTTTAGTGTTTCAGATAACCTCTC 
AAAAAGACTTTAAAATAATGCTATTACACAAAGCTGCATTTACCAAAAAATACAGTAAAATCATA 
ATACAGAAACTAAAATTTCCCTAGGTTATGACGCTTTTTAGCTAAATATATACTCTTCTCTAGTT 
TAAAACATTTGAACTTGCCTAGTTAGTGTGGTTGGCAAATTTAGGAGCTTGTTCCCATTGCCAAA 
TGGATTTAGAAATTCCCTTGTGAGTGCCTGGTAGCTAATACACTGGTCAGAGATCTGGTACTTGT 
AAGACTATTTAAATTTCTTTGTTAGTTGCAAGATGGATTTCATATGCAGAATATGTAAATGAAGA 
GGACTCATAAGTAAATTCCTAACATTTTGTTCCCATTACCAGAAGCAAAGCTGCTGCTAACCCAA 
CATCTGGCACATAGGATTTGTACTCGGTAAATGTTAGTTCTTTTCTCCCCTTGAGGTCAGTAATA 
AATACAAAAAAATCATTTTTCTAGAGCAGAGTCTTAAAATCAGGTGGGGGTAGGGGATGGAGTTC 
TTCCTTTCCTACCCCTTTTCTCTTTTATCCTTTCATATATACACATGCAAAGTTTACAACCTTAT 
TCCATGCTGTCTTTCAGATTTAGAAAAGATCTAATTTCTGTCTCAGCTGTCTTAAAGAGAGAACT 
GAAGCTTTTGATGAAGGTGCTATTAATCTAGAAAGGCAAACCCATTTCACTGAAATATCAATGGG 
TTTGCATATCTAGGCCCTTTTTTTAGACCAATGCCTATGCCATCCTCCATGCTTTCAGTTTGAGT 
TTTATTATTTATTATTT T AAT TCCAGTGGCC CAT C T T AT AAT AC AAC TTGTTTCTTC T AG AAG AC 

AGAGCTGATAGGGTAAATGTTGAAAAAAGAAGCATGCCTCCTTCTCCCTCCCACCCACCTCAAGC 
AGTTGAACACAGCCAGTTATTCTTCCATTATTATGTGTACCTTGGAGTCATCCTCTTGGTCTTGT 
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ATTCATATTGTGGGACAGTGGGAATAGCAGCTTGTAGTATTGAAATAATCAAAGAGATAATTTCA 
GCTCTTACAACAAGAACAGAAAACATGCTAATTAGAAAAAGTCCTGCTTTAAGTAATATGTAGCC 
ACATTTGAATCCTCTACCACAAGTCTTTTTTGCAATCTTGAACTTTCATTAGCTTCAAAGAGAAG 
CTGTATTTACAGGAGAAAGAGGTGATTATGGAGGGAATCAAAAATACTGCTTTCAGTTAGTAGCT 
AGCTTTAAGTCAGGAGTTAGTAATGAGAAATTTTATAAATGTGTATTTCTGTGTATTCACCATCC 
TATTTTTTATCCCCCCCATTTTTTTGTCCATTCCCCTTACATTCCTTT 

SEQUENCE ID NO 36 

MDPSMGVNSVTISVEGMTCNSCVWTIEQQIGKVNGVHHIKVSLEEKNATIIYDPKLQTPKTLQEA 
IDDMGFDAVIHNPDPLPVLTDTLFLTVTASLTLPWDHIQSTLLKTKGVTDIKIYPQKRTVAVTII 
PSIVNANQIKELVPELSLDTGTLEKKSGACEDHSMAQAGEVVLKMKVEGMTCHSCTSTIEGKIGK 
LQGVQRIKVSLDNQEATIVYQPHLISVEEMKKQIEAMGFPAFVKKQPKYLKLGAIDVERLKNTPV 
KSSEGSQQRSPSYTNDSTATFIIDGMHCKSCVSNIESTLSALQYVSSIWSLENRSAIVKYNASS 
VTPESLRKAIVAVSPGLYRVSITSEVESTSNSPSSSSLQKIPLNWSQPLTQETVINIDGMTCNS 
CVQSIEGVISKKPGVKSIRVSLANSNGTVEYDPLLTSPETLRGAIEDMGFDATLSDTNEPLVVIA 
QPSSEMPLLTSTNEFYTKGMTPVQDKEEGKNSSKCYIQVTGMTCASCVANIERNLRREEGIYSIL 
VALMAGKAEVRYNPAVIQPPMIAEFIRELGFGATVIENADEGDGVLELWRGMTCASCVHKIESS 
LTKHRGILYCSVALATNKAHIKYDPEIIGPRDIIHTIESLGFEASLVKKDRSASHLDHKREIRQW 
RRSFLVSLFFCIPVMGLMTYMMVMDHHFATLHHNQNMSKEEMINLHSSMFLERQILPGLSVMNLL 
SFLLCVPVQFFGGWYFYIQAYKALKHKTANMDVLIVLATTIAFAYSLIILLVAMYERAKVNPITF 
FDTPPMLFVFIALGRWLEHIAKGKTSEALAKLISLQATEATIVTLDSDNILLSEEQVDVELVQRG 
DIIKVVPGGKFPVDGRVIEGHSMVDESLITGEAMPVAKKPGSTVIAGSINQNGSLLICATHVGAD 
TTLSQIVKLVEEAQTSKAPIQQFADKLSGYFVPFIVFVSIATLLVWIVIGFLNFEIVETYFPGYN 
RSISRTETIIRFAFQASITVLCIACPCSLGLATPTAVMVGTGVGAQNGILIKGGEPLEMAHKVKV 
VVFDKTGTITHGTPVVNQVKVLTESNRISHHKILAIVGTAESNSEHPLGTAITKYCKQELDTETL 
GTCIDFQVVPGCGISCKVTNIEGLLHKNNWNIEDNNIKNASLVQIDASNEQSSTSSSMIIDAQIS 
NALNAQQYKVLIGNREWMIRNGLVINNDVNDFMTEHERKGRTAVLVAVDDELCGLIAIADTVKPE 
AELAIHILKSMGLEVVLMTGDNSKTARSIASQVGITKVFAEVLPSHKVAKVKQLQEEGKRVAMVG 
DGINDSPALAMANVGIAIGTGTDVAIEAADVVLIRNDLLDVVASIDLSRKTVKRIRINFVFALIY 
NLVGIPIAAGVFMPIGLVLQPWMGSAAMAASSVSVVLSSLFLKLYRKPTYESYELPARSQIGQKS 
PSEISVHVGIDDTSRNSPKLGLLDRIVNYSRASINSLLSDKRSLNSVVTSEPDKHSLLVGDFRED 
DOTAL 

SEQUENCE ID NO 37 
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CAGGAGAACTACATAGCCCAGCATGCAACAGTCTCAACTTTTTCACGGACACTACATTTCCCAGA 
AGGCAGTTCGCACCGCAGTGTTTTCTGGGATGGGAACCACGCCGCTTCCCAGTCTCTGTGCGAGG 
CGTGAAGCGCGGACCTTTCAACAAGGGCTTTATTAATTCTCACGCTGCGGCCCTGGAAAGCGATG 
GAGGTGGCGGCTAATTGCTCCCTACGGGTGAAGAGACCTCTGTTGGATCCCCGCTTCGAGGGTTA 
CAAGCTCTCTCTTGAGCCGCTGCCTTGTTACCAGCTGGAGCTTGACGCAGCTGTGGCAGAGGTAA 
AACTTCGAGATGATCAATATACACTGGAACACATGCATGCTTTTGGAATGTATAATTACCTGCAC 
TGTGATTCATGGTATCAAGACAGTGTCTACTATATTGATACCCTTGGAAGAATTATGAATTTAAC 
AGTAATGCTGGACACTGCCTTAGGAAAACCACGAGAGGTGTTTCGACTTCCTACAGATTTGACAG 
CATGTGACAACCGTCTTTGTGCATCTATCCATTTCTCATCTTCTACCTGGGTTACCTTGTCAGAT 
GGAACTGGAAGATTGTATGTCATTGGAACAGGTGAACGTGGAAATAGCGCTTCTGAAAAATGGGA 
GATTATGTTTAAT G AAG AAC T T G GG G AT C C T T T T AT T AT AAT T C AC AG TAT C T C AC T G C T AAAT G 
C T G AAG AAC AT TCTATAGCTACCCTACTTCTTC G AAT AG AG AAAG AGG AAT T GG AT AT G AAAG G A 
AGTGGTTTCTATGTTTCTCTGGAGTGGGTCACTATCAGTAAGAAAAATCAAGATAATAAAAAATA 
TGAAATTATTAAGCGTGATATTCTCCGTGGAAAGTCAGTGCCACATTATGCTGCTATTGAGCCTG 
ATGGAAATGGTCTAATGATTGTATCCTACAAGTCTTTCACATTTGTTCAGGCTGGTCAAGATCTT 
GAAGAAAATATGGATGAAGACATATCAGAGAAAATCAAAGAACCTCTGTATTACTGGCAACAGAC 
TGAAGATGATTTGACAGTAACCATACGGCTTCCAGAAGACAGTACTAAGGAGGACATTCAAATAC 
AGTTTTTGCCTGATCACATCAACATTGTACTGAAGGATCACCAGTTTTTAGAAGGAAAACTCTAT 
TCATCTATTGATCATGAAAGCAGTACATGGATAATTAAAGAGAGTAATAGCTTGGAGATTTCCTT 
GATTAAGAAGT^TGAAGGACTGACCTGGCCAGAGCTAGTAATTGGAGATAAACAAGGGGAACTTA 
TAAGAGATTCAGCCCAGTGTGCTGCAATAGCTGAACGTTTGATGCATTTGACCTCTGAAGAACTG 
AATCCAAATCCAGATAAAGAAAAACCACCTTGCAATGCTCAAGAGTTAGAAGAATGTGATATTTT 
CTTTGAAGAGAGCTCCAGTTTATGCAGATTTGATGGCAATACATTAAAAACTACTCATGTGGTGA 
ATCTTGGAAGCAACCAGTACCTTTTCTCTGTCATAGTGGATCCTAAAGAAATGCCCTGCTTCTGT 
TTGCGCCATGATGTTGATGCCCTACTCTGGCAACCACACTCCAGCAAACAAGATGATATGTGGGA 
GCACATCGCAACTTTCAATGCTTTAGGCTATGTCCAAGCATCAAAGAGAGACAAAAAATTTTTTG 
CCTGTGCTCCAAATTACTCGTATGCAGCCCTTTGTGAGTGCCTTCGTCGAGTATTCATCTATCGT 
CAGCCTGCTCCCATGTCCACTGTACTTTACAACAGAAAGGAAGGCAGGCAAGTAGGACAGGTTGC 
TAAGCAGCAAGTAGCAAGCCTAGAAACCAATGATCCTATTTTAGGATTTCAGGCAACAAATGAGA 
GATTATTTGTTCTTACTACCAAAAACCTCTTTTTAATAAAAGTAAATACAGAGAATTAATTATTC 
TAACATATTGGCCTCTTTGTACTGGAAAAGTATTCAGTGGTACCTGGAGGTCTGGACAGTTATAC 
TGTAACCTCTTAAGTTTTAATGTGCTAAATATATCTTGTATGATTTTTTATTTTTTAATAACATT 
GGAAATATATTCAAGAGATTATGATTCTGTAAAGCTGTGGAATGAAGCTGCAGATTTAGAGAACA 
TTGGCTTCTGAAAAAAAAAAAGAGTGAAGATAGTACTAGCAAGTATACTTATTTTTTAAAACAGG 
CTAGAATCTCATGTTTTATATGAAAGATGTACAATTCAGTGTTTAAAAATAAAAATATTTATTGT 
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GTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTTAAATAAAT 
TTAGTCGCCAAATTCGTCACAGAGCCAAATTCAACTCTACCTTACTCCCAGCAAACTTTTCCCAA 
ACAATTTACCCAAAAATAGTCTACCTGTTAGAAATTGAAAATTGTCTCCAAAAATTTGGGCCCTC 
TAGGGATTGCCGAAAGATTTTTCCCAGGCGTATATATCCAAGGGCTTAACCCCAATACCTTTTCG 
ATAATGGAATTACTTCAAAAAAGTTCTCTCAGGGTACGCCAAATCTTAAAACCCCCAAATCTAGC 
CGCTTCTACCTAACAGTTTATTAGACCACTCCGTTGTTTCTCACCCCTTTTGGTGCGGTG 

SEQUENCE ID NO 38 

MEVAANCSLRVKRPLLDPRFEGYKLSLEPLPCYQLELDAAVAEVKLRDDQYTLEHMHAFGMYNYL 
HCDSWYQDSVYYIDTLGRIMNLTVMLDTALGKPREVFRLPTDLTACDNRLCASIHFSSSTWVTLS 
DGTGRLYVIGTGERGNSASEKWEIMFNEELGDPFIIIHSISLLNAEEHSIATLLLRIEKEELDMK 
GSGFYVSLEWVTISKKNQDNKKYEIIKRDILRGKSVPHYAAIEPDGNGLMIVSYKSFTFVQAGQD 
LEENMDEDISEKIKEPLYYWQQTEDDLTVTIRLPEDSTKEDIQIQFLPDHINIVLKDHQFLEGKL 
YSSIDHESSTWIIKESNSLEISLIKKNEGLTWPELVIGDKQGELIRDSAQCAAIAERLMHLTSEE 
LNPNPDKEKPPCNAQELEECDIFFEESSSLCRFDGNTLKTTHVVNLGSNQYLFSVIVDPKEMPCF 
CLRHDVDALLWQPHSSKQDDMWEHIATFNALGYVQASKRDKKFFACAPNYSYAALCECLRRVFIY 
RQPAPMSTVLYNRKEGRQVGQVAKQQVASLETNDPILGFQATNERLFVLTTKNLFLIKVNTEN 

SEQUENCE ID NO 39 

CGGRATKCGCGGCCGGSGTCKASCGGCGCTGCTGGAAGATGGCGAGCGGCCGGGACGAGCGGCCG 
CATTGCGTAGGGCGGCTCCTGTTGCTCATGTGCCTGCTGCTGCTGGGGAGCTCGGCCCGGGCGGC 
TCACATCAAGAAGGCGGAGGCGACTACCACAACTACGAGCGCGGGCGCGAGGGGCCGAGGGCAGT 
TCGACCGCTACTACCACGAAGAGGAGTTGGAGTCGGCGCTGAGGGAGGCGGCGGCCGCGGGCCTC 
CCCGGCCTGGCCCGCCTCTTTAGCATCGGCCGCTCGGTGGAAGGCCGGCCGCTGTGGGTGCTTCG 
CCTCACCGCCGGCCTGGGGTCGCTAATCCCTGAGGGCGACGCGGGGCCTGACGCTGCCGGGCCCG 
ACGCTGCGGGGCCGCTGCTGCCCGGCCGGCCCCAGGTGAAGCTGGTGGGCAACATGCATGGCGAC 
GAGACCGTGTCGCGCCAGGTGTTGATCTACTTGGCCCGCGAGCTGGCGGCCGGCTACCGCCGCGG 
GGACCCGCGCCTGGTCCGCCTGCTCAACACCACCGACGTGTACCTGCTGCCCAGCCTCAACCCCG 
ATGGCTTCGAGCGTGCCCGCGAGGGCGACTGTGGCTTCGGCGACGGCGGCCCGTCCGGGGCCAGC 
GGCCGCGACAATAGTCGCGGCCGCGACCTCAACCGAAGCTTTCCCGACCAGTTTAGCACCGGCGA 
ACCCCCCGCCCTGGACGAGGTGCCCGAGGTGCGCGCCCTCATCGAGTGGATCCGCAGGAACAAGT 
TTGTGCTTTCTGGAAATCTGCATGGTGGCTCAGTGGTAGCAAGCTATCCTTTTGATGATTCTCCA 
GAACATAAGGCCACTGGAATCTATAGCAAAACCTCAGATGATGAAGTATTTAAATACTTGGCAAA 
AGCTTATGCTTCAAACCACCCCATAATGAAAACTGGTGAGCCTCATTGTCCAGGAGATGAAGACG 
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AGACTTTCAAAGATGGAATCACAAACGGCGCACATTGGTATGATGTGGAAGGTGGTATGCAAGAT 
TACAATTATGTGTGGGCCAACTGTTTTGAGATCACATTAGAACTGTCTTGTTGCAAGTACCCACC 
TGCTTCACAGCTTCGACAGGAATGGGAGAACAATCGTGAGTCTTTGATCACATTGATTGAAAAGG 
TTCACATTGGAGTGAAAGGATTTGTTAAAGATTCCATAACAGGATCTGGGTTAGAGAATGCAACC 
ATCTCAGTGGCTGGTATTAATCATAATATCACAACAGGCAGATTTGGTGATTTCTACCGATTACT 
TGTTCCTGGT^CTTACAACCTTACAGTAGTTTTAACTGGGTATATGCCATTGACTGTTACTAATG 
TAGTGGTGAAAGAAGGACCAGCCACAGAGGTGGATTTTTCTCTTAGGCCAACTGTAACTTCAGTA 
ATCCCTGACACGACAGAGGCTGTATCAACTGCTAGCACAGTTGCTATACCTAATATTCTTTCTGG 
AACATCATCCTCCTACCAGCCAATTCAGCCAAAGGACTTTCACCACCACCATTTCCCTGATATGG 
AAATCTTCTTGAGAAGGTTTGCCAATGAATATCCTAACATTACCCGGCTTTATTCCTTGGGAAAA 
TCAGTAGAGTCAAGAGAACTTTATGTGATGGAGATATCTGATAATCCGGGTGTCCATGAACCAGG 
TGAACCAGAATTTAAGTACATTGGAAATATGCATGGAAATGAAGTGGTTGGAAGAGAACTGCTGT 
TGAACCTCATAGAATACCTTTGTAAGAACTTTGGAACAGACCCTGAAGTCACAGATTTGGTTCAT 
AACACTAGAATTCACCTTATGCCATCCATGAATCCTGATGGGTATGAAAAGTCCCAGGAAGGAGA 
TTCAATAAGTGTAATTGGCAGAAACAACAGCAACAACTTTGACCTGAACCGAAATTTCCCAGACC 
AGTTTGTTCAGATCACAGATCCTACGCAACCAGAAACTATTGCTGTAATGAGCTGGATGAAGTCC 
TATCCATTTGTACTTTCAGCAAACCTGCATGGAGGTTCTTTGGTGGTTAACTACCCTTTTGATGA 
TGATGAACAAGGACTTGCCACATATAGTAAATCACCAGATGATGCTGTGTTCCAACAAATAGCAC 
TTTCTTATTCCAAGGAAAATTCCCAGATGTTTCAAGGTAGACCTTGCAAGAATATGTATCCTAAT 
GAATATTTTCCTCATGGAATAACAAATGGAGCTAGTTGGTATAATGTGCCAGGAGGAATGCAGGA 
CTGGAACTATTTACAAACAAATTGCTTTGAAGTGACTATTGAACTAGGTTGTGTGAAATATCCAC 
TTGAGAAAGAGCTGCCAAACTTTTGGGAACAGAATCGAAGATCACTAATCCAGTTTATGATWVCAG 
GTTCATCAGGGCGTCAGAGGATTTGTTCTAGATGCCACAGATGGCAGGGGTATATTAAATGCCAC 
CATTAGTGTTGCTGAGATTAATCACCCAGTGACTACTTACAAAACTGGAGATTACTGGCGTCTCT 
TGGTTCCAGGAACTTATAAAATCACAGCATCTGCTCGAGGGTATAATCCAGTTACCAAGAATGTG 
ACTGTCAAGAGTGAAGGCGCTATTCAGGTCAACTTCACACTTGTTCGATCCTCAACAGATTCAAA 
CAATGAATCAAAGAAAGGAAAAGGGGCTAGCAGCAGCACCAATGATGCCAGTGATCCAACTACTA 
AAGAGTTTGAAACTTTAATTAAAGACCTTTCAGCGGAGAATGGTTTGGAAAGCCTCATGTTACGC 
TCCTCCTCAAATCTGGCTCTGGCTCTTTATCGATACCATTCCTACAAAGACTTATCAGAGTTTCT 
GAGAGGACTTGTAATGAACTATCCACATATTACAAATCTTACCAATTTGGGACAGAGCACTGAAT 
ATCGTCACATTTGGTCCCTTGAAATCTCCAATAAGCCCAATGTATCTGAGCCTGAAGAACCAAAG 
ATTCGTTTTGTTGCTGGTATCCATGGAAATGCGCCAGTTGGAACTGAACTGCTTTTGGCTCTGGC 
AGAATTTCTCTGCCTGAACTACAAAAAGAACCCAGCTGTTACCCAATTGGTTGACAGGACTAGGA 
TTGTGATTGTCCCTTCTCTAAATCCAGATGGGCGAGAGAGAGCTCAAGAGAAAGACTGTACTTCA 
AAAATAGGACAAACAAATGCTCGTGGCAAAGATTTGGATACAGACTTCACAAATAATGCCTCCCA 
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ACCTGAGACCAAAGCCATCATTGAAAATTTGATTCAAAAACAGGACTTTAGTCTTTCTGTTGCCT 
TAGATGGTGGTTCCATGCTGGTCACATATCCTTATGACAAGCCAGTACAGACAGTGGAAAATAAA 
GAGACTCTGAAGCATTTGGCATCTCTTTATGCAAATAATCATCCATCCATGCACATGGGTCAGCC 
CAGTTGCCCAAATAAATCAGATGAGAATATTCCAGGAGGAGTAATGCGTGGAGCAGAATGGCATA 
GTCACCTGGGCAGCATGAAGGATTATAGTGTCACCTATGGCCATTGTCCGGAAATCACAGTATAC 
ACAAGCTGCTGTTACTTTCCTAGTGCTGCACGACTCCCTTCCTTGTGGGCAGACAATAAGAGATC 
TCTTCTTAGTATGTTAGTGGAGGTTCACAAGGGAGTTCATGGATTTGTTAAAGATAAGACTGGAA 
AGCCAATCTCTAAAGCAGTCATTGTACTTAATGAAGGAATAAAGGTACAAACAAAAGAGGGAGGT 
TATTTCCATGTACTCTTAGCGCCAGGTGTCCATAACATTATTGCCATCGCTGATGGGTACCAGCA 
ACAACATTCACAGGTCTTTGTGCATCATGATGCAGCTAGTTCTGTGGTGATAGTCTTTGACACAG 
ATAACCGGATATTTGGTTTGCCAAGGGAGCTTGTGGTAACTGTATCAGGTGCTACTATGTCGGCA 
TTGATCCTAACAGCTTGCATTATTTGGTGCATCTGCTCAATCAAGTCTAATAGACACAAGGATGG 
CTTTCATCGGCTCAGGCAGCATCATGATGAGTATGAAGATGAAATTCGCATGATGTCTACCGGCT 
CCAAGAAGTCCCTCCTAAGCCATGAGTTCCAGGATGAAACAGACACTGAAGAGGAAACATTATAT 
TCTAGCAAACATTGAAAAACACATTTTGCATATCTCCCAGCATAAGTACCAAGCAAAATTACAGT 
TCCTCTTGGGAGAACACTGCATTAAGAAGAGAGACTCTCTTGCTTCTTCAAAGAGCTTTGGGAAA 
TTAAATTGCTAAATTTGTATTCTCTGTGAATTTCACTGGCAGTTTTGAACTTCCCTTCCTTAAAG 
TACTCTAAACCTTTAAAAAAAAATCTGATTTATGCAGCAGAGATGGGACAGCCACTTTTTCTTTT 
TAATTTAAGATGAGCTATTTGGAGCTTATGTAATAATGGCATAAAGCCAACTAGAGGATGTTGTA 
TTTTGCACATCAGATGTTTACTAGTGGCTTTAGTATTTTTCTTTGTTTTAAATGGCCAAAAGAAT 
CCAGAAACAT T AAGGCAGGGAC AGCAGTCAGAATCGACAT AAAGCT TT AAAAACT C AAG GT T T T T 
TCAACCTACTGAGGAGTACTTTTCTCTAGTTGTTAAATAGCTGGAGTTTTTCTTATTCAGGTTTA 
ATGGAGGTTGAATTGATTTTTAAACACATATAACAGTAGGAAATGAATAAATGGGCTTCTGCATT 
TGGCTTTCTACCTGTTCCAAGGCTAGATCGGAACTGGTAGACTACGCTGTAAGCAGGATTTCACT 
ACCTCTCTTAAGGTTTAGCAAACTTCTAAATAGCCCATTTTAAGGGAGAACTTACTAACTTTATT 
GTGAAAGGTCTAAATGCCCACTTGAATGAAGCTGAGAGAGAGATCTAGCAAAAGCTAAAACTCAT 
GTTGTCTATCTTTGAACTTGGTAAAAACCCACAGGTGCTGCTGCTTATATCTGTGAAGCACTAGC 
TTATTCTAGGAATGCCTGATTCTTTAATATTGCCTAAATCGGAACCTTTTTCTATGTTGCACACA 
TGGTTTTCAGATGACCCAGCCATCTACAAGATCTGAATTCTACTGAAAATATCTAGAAATGTGGA 
AGAGACCTACTTGCACATTCTTAACCTGTATTTGAACACAAAATATCTATACTTCATGCTCCAGC 
CCAAGCCTATACCCTGTAATAGCATACTATTATTGAAATCGCTTGACCGGTCTTGTTCACATAGG 
CCTCTGGGAGTGATTTGGTTCTTTGCCCTAATGTTTCATTTGACGGTCTCTTTTTGATCAACCAA 
TTTTTCTAAAAGTTCAGTCGAAAGCTTTTAAGTATAGCTTCCTCCCTTGAAAAAAAATGTAAACT 
ATGACTGCTGAGTGATAAAACACTGTGGTGTGAAAGTGTCATCTTCACTGCCAATCAGGCAAAGA 
CCGGAAAGATTTGCATTTTATTATGTCTGTCTTATCATGCAATGGAAATGATGCTTTTTGTAAGT 
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ATGCATCTTACCAATGATGTAACGGTTTAATACCTTTGAATGTTTTAATAACCAAGTTGCTGCTG 
AACTTATACTAAATCAGGGGACCAAAAAACTTGCTCTTATCTTCTCAAATTGTATTCTATATCCA 
TTAATGTATCAGTTATCCCAAAGCCTTCAGGTGGAGGGGTTTACCACCTTCCTAGGTCGTTCAAC 
CAGGTTTTGTGAGGAATGCATTCAAAGTGGCTTTATAAAAGAAGATTTTCTTTAGCAAGAATAAT 
GAGGTCATGTCATTTGTTAATAAGTATCTGTGATAAATCCGTGGTTCAAGGTTAAGCCATTCTGG 
TATTCTGGTATTAGCAACTGTAAATTCTGCCACCTCATACATGGAACAGAGCTTGTGGGATGCTA 
ATAGTTAGTGAAGTATACATGATTTAATTTCTAATAATCTTTATGTTTTCTTTAAGGATGGTGGT 
GTATTGCTCTTTTTCAGCTTTATTTTTAAGAGTACAGTCAGGAAACCAACAAGGGGCCTAAGAGT 
GGCTGCCCCTGCTTGGGACATTACAGCAAGTGAAACAAAGTTAATGTGACAAGCTTTGCTTTGTT 
ATCATTGGTCTTCACTAGAGGATACCTTTTACATGTACTTCTCTCTTGGATCAAATATGTCTTTA 
ACTGTACATCTCAGTGGCTGGAGGCCATGCCTTTTAAGCATGTGTAAAATTTTTAAAGAAATGAA 
CATACACATAGTTATTTTAGTAATATTTCCTGAAAGAAAAACCAAATTCTGCTATAAGTCTTGAT 
CTTCAATGAACTTTTAAATAATGCATTTAGCTGGAAAACAAGACTTTCCCAGCTTGTGTTACCTA 
GAAGCGTGAATGTATAGGATACCTGACTACTAAGACTATATTCTCAGCCCTGCCCTGTCTTTTAT 
TTGCGGGTCTAATCTAATATTAGAATATATTAACCGCTTAAGGCATTGAAGCCATATGGGATGGG 
GAATGCATTTCTTCAGTGTTTCTCCGAGAGACTTTCCATTTCCTTGGAGTTATGGCGGCAAGTAA 
GTATCATAGTATTAAGAAATTTGCCTAAATCTGAGTTGTGCCTTTCTTTACTCACAAGGCATGGG 
CTTTGTCCTGGTGATCAGTTTGTAAGCCTTCTTCCTTCCCAGCTCCTTAATAAAAGCAAAGTGAT 
TGAGTAGGTAATGTTCAAAGTGTCTGCCTGTGTACATGTACTTGTATTGATTATGTAGTTCAGTA 
AGATGTGCCCAAGTCATTTCAGAAAGAAAGACCCTTCAGTTTTGATGCATTTTGCTGAACACTTG 
GGTAGTGAGTGGGATCCTATCCAGTTGAGGAATGCTTGCAATGCTCATTGAAGGGATTTGCTTTG 
GGACTTTGTCATCTTCCAGAAAGGAAACATATTGTATATTTGGCCCAGTGTGATTGATTGCTTTA 

TCTTTGGTAACTTTTACTTGAATGGGATTTGCTGAATTAATGACTATTGAATTTAAAACTAATTA 
TGAGTTGACAAATAAATAAAAGGTAGTGTTTA 

SEQUENCE ID NO 40 

MRAGVYRRCWKMASGRDERPHCVGRLLLLMCLLLLGSSARAAHIKKAEATTTTTSAGARGRGQFD 
RYYHEEELESALREAAAAGLPGLARLFSIGRSVEGRPLWVLRLTAGLGSLIPEGDAGPDAAGPDA 
AGPLLPGRPQVKLVGNMHGDETVSRQVLIYLARELAAGYRRGDPRLVRLLNTTDVYLLPSLNPDG 
FERAREGDCGFGDGGPSGASGRDNSRGRDLNRSFPDQFSTGEPPALDEVPEVRALIEWIRRNKFV 
LSGNLHGGSVVASYPFDDSPEHKATGIYSKTSDDEVFKYLAKAYASNHPIMKTGEPHCPGDEDET 
FKDGITNGAHWYDVEGGMQDYNYVWANCFEITLELSCCKYPPASQLRQEWENNRESLITLIEKVH 
IGVKGFVKDSITGSGLENATISVAGINHNITTGRFGDFYRLLVPGTYNLTVVLTGYMPLTVTNVV 
VKEGPATEVDFSLRPTVTSVIPDTTEAVSTASTVAIPNILSGTSSSYQPIQPKDFHHHHFPDMEI 
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FLRRFANEYPNITRLYSLGKSVESRELYVMEISDNPGVHEPGEPEFKYIGNMHGNEWGRELLLN 

LIEYLCKNFGTDPEVTDLVHNTRIHLMPSMNPDGYEKSQEGDSISVIGRNNSNNFDLNRNFPDQF 

VQITDPTQPETIAVMSWMKSYPFVLSANLHGGSLVVNYPFDDDEQGLATYSKSPDDAVFQQIALS 

YSKENSQMFQGRPCKNMYPNEYFPHGITNGASWYNVPGGMQDWNYLQTNCFEVTIELGCVKYPLE 

KELPNFWEQNRRSLIQFMKQVHQGVRGFVLDATDGRGILNATISVAEINHPVTTYKTGDYWRLLV 

PGTYKITASARGYNPVTKNVTVKSEGAIQVNFTLVRSSTDSNNESKKGKGASSSTNDASDPTTKE 

FETLIKDLSAENGLESLMLRSSSNLALALYRYHSYKDLSEFLRGLVMNYPHITNLTNLGQSTEYR 

HIWSLEISNKPNVSEPEEPKIRFVAGIHGNAPVGTELLLALAEFLCLNYKKNPAVTQLVDRTRIV 

IVPSLNPDGRERAQEKDCTSKIGQTNARGKDLDTDFTNNASQPETKAIIENLIQKQDFSLSVALD 

GGSMLVTYPYDKPVQTVENKETLKHLASLYANNHPSMHMGQPSCPNKSDENIPGGVMRGAEWHSH 

LGSMKDYSVTYGHCPEITVYTSCCYFPSAARLPSLWADNKRSLLSMLVEVHKGVHGFVKDKTGKP 

ISKAVIVLNEGIKVQTKEGGYFHVLLAPGVHNIIAIADGYQQQHSQVFVHHDAASSWIVFDTDN 

RIFGLPRELVVTVSGATMSALILTACIIWCICSIKSNRHKDGFHRLRQHHDEYEDEIRMMSTGSK 
KSLLSHEFQDETDTEEETLYSSKH 
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